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136 147 9 207 216 131 247 255

63 146 150 98 208 214 133 249 254

147 151 100 208 217 135 255 267

152 161 102 211 217 137 257 267

153 164 104 217 220
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Figure S1. Epitope mapping by competition ELISA. Competition capture
ELISAs in which microtiter plates were coated with the mAbs indicated in
panels A-E and then challenged with soluble biotinylated in the presence of
serial two-fold dilutions of competitor mAbs (ug/ml). The degree to which
the competitor mAb prevented of capture of biotinylated-ricin is indicated as
% inhibition (y-axis).
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Figure S2. Kinetics of Ricin binding by RTA mAbs. (Panels A-E) Sensorgrams
from SPR analysis in which Ricin-coated chips (4pg/ml) were probed with indicated
mADs. The real-time binding was recorded as response units (RU) versus time.
Binding was determined over a range of mAbs concentrations (nM); 60 (red), 20
(light blue), 6.7 (blue), 2.2 (green), and 0.74 (purple). The curves were fit using the
Langmuir binding model with the ProteOn Manager software 3.1.0. (BioRad, Inc.)





