
--MKLSTSVLSVLVIAVFLTVCMFD---FSEAISCSEQCPWGAGVPVCGQRSMEKKTFTS  

--MTLTTSALSVVIIAVAYSVCMLDKQVYSKDIDCTASCLVEY-KPVCAQKDESFKPFGN  

MKMKLSTSTFSVVVIAVFLTVCMFD---FGEAGNCPKTCTVTN-QHVCGQRVNELRTFNS  

 

KCHFDYYNQCVSGGWVLLKYSSC--  

IC-----------------------  

LCEMEKENLCGSGGWTKLKNGHCST  
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MP--IALFFFYSLLLGTSLGQQYGSN-------RTLNKVLGNVGNVVNQGIDLEHERVKL  

MKQSIAIIFSLGLLHYVAHGAPYILNSLLSTSSDYLNEKINKTAKAVGQVISLTNGTTQL  

MA--IALLFFCSLLLATSLG-QYGID-------RTLNQMFGGVADVVNQGIDVAQDNVKL  

 

TTKLTNSGVEHGTNIGKMGVAAGATLSSQGLGGGTDLAKEGLELVGTVGEIIPGAG-VPV  

GTSLTSSGTYMATSTAKAGLSSATTFGKEAMSETVIYSDKGLDFVSNITGSIPVVG-EQI  

TTQLTSSAVEHGTNLGKMGVAAGTTLTSKGLGGVTDLGKQGLDLVGTIAEVIPGADLLPV  

 

NYVTEAGKTGLTIVNNLGQKGIKVTTHLGNQALDNTKTITKIASGTVENFSSARTGVAKE  

EQITGIGKLSLDLGQSTGKDVLDLTESYGKAGLTTINTGTQLTTGAIGGIAHGGAELGK-  

RTVTDIGKTGVSVLNNIGQEGIKSASYLGNEVLDKTKTLAKLTTGTVENLSSAGTAIAKG  

 

TVSTGLNALANVLNTGMDAGMALVPGTTTQPNESPENSQPVSEPAPESNAVSSLIQRGWS  

---QGTQAAANLITSGITRGVQAITG-------TPEIA----------------------  

AVSTGANAVANVLNTGMDALMAFVPGGSSKTNAIQDITKAITQPGIAKPNPENKIAKPES  

 

YFGGNQDNYYK--------  

-------------------  

KSSGGLGSYLTSGLSFFGR  
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MEMFMLLLVSYLSSVHSGKINECNMKNITMHVVTWNVNGERPT-CLLKLLGQFQEKDEDE  

MKLKILLLFLFVS-LYAK---EAPENPRTVYVVTWNVGEENPPGSVKELLGQISSKDELN  

MKLKILLLFLFVS-LYAK---EAPENPRTVYVVTWNVGEENPPGSVKELLGQISSKDELN  

MKLKILLLFLFVS-LYAK---EAPENPRTVYVVTWNVGEENPPGSVKELLGQISSKDELN  

MNLKILLLFSFAS-LYAKYSKAAEDNPRSVYVVTWNVAEKDPPGSVKELLGQVSDSSEVN  

 

PDMVIVGLQEVTKSIDTALKDYFLGNRWEASIGDILES-NDYVKVETASLFGMFLNVYVK  

PDIIIVGLQEVTMNPIKALKNKLVGDKWSEDIDDILKSNNNYAKIYSESLLGMLLKVYVR  

PDIIIVGLQEVTMNPIKALKNKLVGDKWSEDIDDILKSNNNYAKIYSESLLGMLLKVYVR  

PDIIIVGLQEVTMNPIKALKNKLVGDKWSEDIDDILKSNNNYAKIYSESLLGMLLKVYVR  

PDIVIIGLQELTMNPVQAVVNNIFKDKWSDDFNEILKSRNNYHKVYSESLLGILLKGIVK  

 

IQHSWSVADVN-IRHIDTEYFRYYDNKGGVIMKFRLYGRLFCLVHAHL--HGQNKTARIE  

IKYKVTLSKEKDATTVKTGVKGFSGNKGAVIIKFKLNELSYCVVNSHLPAHDEKLEERID  

IKYKV--SKEKDATTVKTGMKGFSGNKGAVIIKFKLNEQSYCVVNSHLPAHDEKLNERIE  

IKYKVTLSKEKDATTVKTGMKGFSGNKGAVIIKFKLNEQSYCVVNSHLPAHDEKLKERID  

IKYKDSINKKADATTVKTGLGGMSGNKGAVILKFQLNNRWFCIVNSHLAAHDEKLQERIE  

 

DYKEIEQIRTVFCENPSDYVFFLGDLNFHIRKVENLKTPEEIHALIKDEKYDELLKEDEL  

DYKTINRERGKFCGN-SDYVFWLGDLNFRLD--ESLKD-EKIRELVKQKKFNELLQKDQL  
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DYKTINRERGKFCGN-SDYVFWLGDLNFRLD--ESLKD-EKIRELVKQKKFNELLQKDQL  

DYKTINNKRVDFCNKPSDFIFWLGDLNFRLQ--EDVED-EKIRNWVQQRKYADLLKLDQL  

 

LYYKNANKIFRNYTEQPIKFPPTYKFLLKRNKSEYNLKRRPAWTDRILYKTESEREITPI  

KVNHETKEIFGTFNEQEIKFAPTFK--LEKGKGEYSKQRRPAWTDRVLYKSDTSKIIKPT  

KVNHKTKEIFSTFKEQEIKFAPTFK--LEKGKGEYSKQRRPAWTDRVLYKSGTSKIITPT  

KVNHETKEIFGTFNEQEIKFAPTFK--LEKGKGEYSKQRRPAWTDRVLYKSDTSKIIKPT  

KINKQTKEIFTDFNEKEITFAPTFK--LEKGTGTYSTKRRPAWTDRILYKSDTKKNITPT  
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MAKIHCSLVFSLLA-FALIYS---------------LLSSANTCSN-----SNQFLG---  

MANTHYSLVFSLLT-LALIDSL--------------VASTQLACKN-----SNILLG---  

MAKAHSSLVFCLLA-LALVR------------------FAQAKCTN-----GYTFLG---  

MAKTQCPLVFSLLA-LALIGN---------------LPSSAAQCKN----ESNTFIA---  

MVQYCSLEV-GLLASIVLLSSMVLVRPGPRPVPG---SDPLRKVRSSCVDPLKKVIG---  

MWHIKHFLFFVALFVVVHTQTN-YCQPKLCTFGPGLPARPHIGCKNSGQFDRKTCPK-DA  

MLQIKNLLVIVVLFVTVQSQNEKYCDQNLCTSNN--VVKPHIGCKNDGQFK-KSCPG-DA  

MLQIKHLLIFVGLLVVVNAQSN-YCKQESCSSGG--VERPHIGCKNSGDFS-ETCSG-DA  

MMQPSAVLLTTIMII-------------SCE-------------------VAFACNG-KI  

MARWIFVLGVLCGLLGSLQARSNYCTTSYCR-----AGVKNVGCNPPPFSGGWLCAGKNP  

MFTVN-------------------------------------------------------  

MAREGIIRLTLIFIF------------------VSTGSADVISCI----------GKALL  

MEISGLVYLIIIVTIIDLPYGKANNYCKIKCLKG----GVHTACKY--GSLKPNCGNKVV  

MELI-VSILWLAITAENLANTLATNYCNLQSCKR--NNAIHTMCQY--TSPTPGPMCLEY  

 

-MKEIRKKEKQKLLDAHNKYREVTASGKALG---------YQPPAENMLELGWDNYAAAQ  

-LKTITKKDKQKLLDAHNRYRNLVASGKSP----------RQPPAQNMRVLV--------  

-IKELSEKDKQKLLDFHNKFRELTAAGEAPAPKGEDGRERRQPPAANMLELTWHKKAEKQ  

-ELQLTEEEKQALLDAHNNYRERTAAGNAHGK--------RQPPAQNMLELTWDEHAAQQ  

-LKNFDEKDKKLLLHEHNQYREKVAAGLAP----------NQPGAENMILLTWNSDAALQ  

QLMPITEDTKKLFLHIHNRLRDRFARGSMSP----------FQSAAKMPMLKWNDELAKL  

EVVNLSKKQKNLFLKIHNRLRDRLAHGSVTP----------FQPAAKMPMLKWNDELAKL  

EIVKMDKKKQNLLVKMHNRLRDRFARGAVPG----------FAPAAKMPMLKWNDELAKL  

IASGITAEERSIILQEHNRLRQIVATGRYPG----------QPGAENMREIVWDDELAAR  

AVIEITPARQTLILNEHNTRRSQLALGQLWP----------FAPAKRMPTLAWDSELAKQ  

-ESGLGSTDKYDILEEHNKLRQAVAQGLIPG----------QPGAENMLEMQWDDELARK  

KSDQVSCQDKQLILDEHNSLREKISFGEIQG----------MPSAANMRELTWDDELADM  

VSYGLTKQEKQDILKEHNDFRQKIARGLETRGN-----PGPQPPAKNMKNLVWNDELAYV  

SNVGFTDAEKDAIVNKHNELRQRVASGKEMRGT-----NGPQPPAVKMPNLTWDPELATI  

 

ASSWANGCQFMHNDPKD-KKNKPMGQNLYVKMSSKEEDVNTTFNIWVD-YMVEGWYNESA  

------------NHVIR-LSG---------------------FP-----DFIL----EGK  

AYKWARTCEWKHNNATD-KAGNSMGQNLGRKMSTEKTDVDDTFDKWSY-DLVRGWFDEAK  

ASSWARTCEFEHNLPTD-KQGKQLGQNLALRRSTRPSKAKVSFGYWMKNYMVKGWFDEVK  

AKAWASGCDFMHNNPESKNTKKPMGQNIYMKMSIEKETLEKTFQRYIP-EMVKGWYDEVE  

AEYNVRTCEFKHDQCRSANICPYAGQNLGQMTSYPDYLDLNYVIKNITREWFLEYKLASQ  

AEYNVRTCKFAHDQCRATKICRYAGQNLGQMQSFPEFLNTNIAIKNITREWFREYKDATQ  

AEYNVRTCKFAHDKCRAIDVCPYAGQNLAQMMSYPTHRDLNYVLKNLTREWFWEYRWAKQ  

AQKWADNCQFRHDPHRT-INRFTMGQNLAIIWSTAPLDAD-DGDFPSR---IQSWFNEVQ  

AANNARSCDFKHDKCRNTAMYKYAGQNLAISYFYGMSKSVEALIQEGIAGWWNEFKDTTQ  

AQDWADQCIFKHDPKKK-LGRFTMGQNLALIWSSASLDDDRDSDFPGR---IRKWFDEVK  

AQNWATKCAEIRDPFRH-IRGFYVEQNMLKTISSTQFNDL--PDWRQT---IYNWFNEVQ  

AQVWANQCQYGHDTCRD-VAKYQVGQNVALTGSTAAKYDDPVKLVKMWEDEVKDYNPK--  

AQRWANQCTFEHDACRN-VERFAVGQNIAATSSSGKNKSTPNEMILLWYNEVKDFDNRWI  

 

LYIFGSN-FS-----GKTAHYTQLVWATTARIGCGYSYYKK-----NNWHVGYLVCNYSP  

LF-----------------------WI---------------------------------  

LYKYGSG-FS-----MSTGHYTQVVWANTSQVGCGYSYYMQIDEYNQKWYTGYLVCNYSP  

LYTFGSG-FS-----TATGHYTQLVWAKSSKLGCGYSYYTTYING-RKWYVGYLVCNYNP  

LYNFGDS-FS-----AATGHYTQIVWKNTTKVGCVYSYFKDVN----GWYSGYLVCNYSP  

SHTDMFTTGSGKNG-KAIGHFTAFIHEKSDKVGCAISKFVNKYK----FKEYLVACNYCY  

DNTDMFTSG--RNGRKQIGHFTAFIHEKSDKVGCAVAKFTNNNK----FKEYLIACNYCY  

SQLDNYVGGPGKDN-KQIGHFTAFVHEKTDKVGCAIARFTNEHN----FKETLLACNYCY  

KYSFGDA-WS-----PKTGHYSQLVWGETSLVGCGYAEYKDTSK-----YNKLYVCNYGP  

AQLDKYPNG--YTG-PAIGHFTQMASDQTNRIGCAMQYWKKDYK----WETYYLVCDYAL  

KYSFGAK-FS-----LATGHYMQLIWADTYLVGCGYSYHYSGNK-----YNKLYVCNYGP  

YKGG-------------ISHYNQIFWANSYLIGCGFTYYFDAGHG----YVKNYVCNYAP  

KKFSGND--F-----LKTGHYTQMVWANTKEVGCGSIKYIQ-----EKWHKHYLVCNYGP  

SSFPSDDNIL-----MKVGHYTQIVWAKTTKIGCGRIMFKEP----DNWTKHYLVCNYGP  
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AGNIFKENPYVQGNQN--CSGYGLDRS-TKYDHLCVKKNKKSKQS---------------  

------------------------------------------------------------ 

AGNFNNREPYEI--SKEKCTDPKLESS-KNYKHLCVLKKKKKN-----------------  

GGNVKGEVPYKKGKVN--CGAHMLGRS-HNYTNLCIENQGNH------------------  

AGNWYGEAPYKEGSGT--CPGKFLEVASKQYPHLCKKKKKK-------------------  

T-NMMKEKVYTKGQPCSQCQS---KKCDSVYKHLCDASEVIEPIPDILKN-PRNGK----  

T-NMMKEPIYTKGPPCSQCKN---KKCGTVYKNLCPADEKVDPTPEILKNQPRRG-----  

T-NMMKERIYTQGKPCSQCQS---KKCGPVYKNLCDPSEKVDPTPDVLKQ-WKHGK----  

GGNVVGYNPYEVGK--PSCSTYGMKPS-SRYQGLCAAPGSSPAANSVYGANTIETYEYGY  

T-NMIGTAVYKKGPVGSGCTT-GINTS-AGLDGLCNPMEFINPVPN--------------  

AGNVQGQVPYITG--HPSCEQHGLQKS-STYPGLCAAGAGAGEVDPYHHDNVIPQNYYSY  

GDNVDGHLPYEQG--QPACSNYKMTSS-SRFRGLCSAG----------------------  

SGNFMNEELYQTK-----------------------------------------------  

AGNVLGAPIYEIKK----------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------ 

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

NSSPSSQTANNNPPTNNINKSQFSYNQPRPKPVQTINPNPSPFNPQAAVPSASTFGGSSF  

------------------------------------------------------------  

QAS-----------SNNHENQHYTS-----APVRPAYTAP---NHQQSYDNHILYN----  

--------------TNNYLGTRC-------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------ 

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

GSASRGGSHAYTTDPSQSAGRYKHKLEAYRPSAAEFEKSVHKHTILRTYIEQNQQRQDQQ  

------------------------------------------------------------  

----------LVFDQHKQSQQQQQQQHHYQPSHPQYP-SSHQQTYHHLPSPASVVTATTN  

------------------------------------------------------------  

------------------------------------------------------------  

------------------------------------------------------------  

----------------------------------- 

----------------------------------- 

----------------------------------- 

----------------------------------- 

----------------------------------- 

----------------------------------- 

----------------------------------- 

----------------------------------- 

QQQQQKEQDQQQQQPEPSSTKKPSRGWSLLT-WRG 

----------------------------------- 

AAANLLKPGNILKSPFLSYR------WDLLFNFLH 

----------------------------------- 

----------------------------------- 

----------------------------------- 
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Pc80 (12) 

Triatoma dimidiata: BAI50822 

 Triatoma infestans: ABR27897 

 Pc294 (1) 

 Rhodnius prolixus: AAQ20832 

 Apis mellifera: XP_001122516 

 Drosophila melanogaster: NP_650264 

 Aedes aegypti: EAT35709 

 Vespula vulgaris: Q05110 

 Solenopsis invicta: P35778 

 Anopheles sinensis: KFB42901 

 Phlebotomus argentipes: ABA12137 

 Phlebotomus duboscqi: ABI20191 

 Lutzomyia longipalpis: AAD32191 
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MLTVFLWRILAFVAAVYCQEELKDLLDFSNITSKISLYPHRDVEPTSVEASPEIDSSEHG  

MNYLYLLIGLVVVVEVP-------------------------HAHTQGEGDDDEDSSEYG  

MMKWFI---LVAVVAL-------------------------------VQA----DSSEHG  

--VTPGKMETNCTCGRANR-GGARIIGGRQFQPFEYPFLALIS-LSTDPERPHCGSTIIS  

NRNVPGDKTTNCDCGWANK-EDKRIIGGEETNVNEYPMMAGLFYKPKE--LLFCGGSIIT  

--VSPGSKGTTCACGWANRSGGSRIVGGTYYKANEYPFIVGIATVGARGYAPFCGGSIIT  

DRHLLTAAHCTS-KAGGNIGLLVTVAVHEIGN---SPKSYTVEVERLIQHENYNERNLLN  

QYHILTAAHCTQPFEEDVRDIQIVSGEHDQDKVDESSSTVYIDVLNFVPHEGYYLIGHRH  

ANHVITAAHCTDDIIKARTRTAVLLGSHDRSRP--SSTAVTINVERINQHEKYNANTIAN  

DISLLYLKNPLQLTEVVSPACMPLPGMSVIGKYVRVIGWGATEAYGPMTVLPQKVDLEVI  

DIAIILLKDKIVYTNIVGPACMPTEPIDMIGHKIKVLGWGKLSANGPSSKVLMKVYLNVV  

DISILTLASSINFNKLIGPVCLPLPGLDVSGQTVRVLGWGAERFQGAMTMRPKKLDTTAV  

STEKCHEYWQLQVATDPVTQICRMWENKSACHGDSGGPVVWLDPDTNRYTSVGIVSFGLP  

PLEECNNTHEYIGLVE-RRQICTYHPTKDSCQGDSGGPLLWLDREINRYVLAAVTSYGLS  

SPAQCAAIWRGLVSATNPTQVCTLSKKETACQGDSGGPVVWRDPQTNRYTLIGLVSFGAA  

 

CKSSVPNMDTSVVSYLPWIMKGIEATTPGRKLCTKIVN 

CATDVPGVNTNISYYMPWIQKVVAETRPEAPICTKQN-  

CTDEKPTVNTRVAAYLPWIKQQIAATKPAG-VCTKA-- 
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MKFVTVIAVVCYLFVATNSLTTPSSSRSDSLEVLEKCSNENNISLLIADKLVKHTKPVSN  

MRIVTVIAVVCYLFVVNNCLTTPSSPGTASLEVLKKCSSENNVQPLIADKLVKHTQAVSN  

RDEKCLLSCFLKERGYYVNGEIDTEKILQYLKTILSDEKYKRLEGTFKTCVSKVDKNKDT  

KNEKCLLSCFLEGMEFYVNGEIKTDKILQYLKTSLSDEKYKNFEGTFKTCVSKVNKT-DE  

CEIANDVHLCAEPS-- 

CKLANEVHSCVDVEQS 
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