Native soil metagenome coverage

Fig. S1.

(@) uncorrected SIP metagenome coverage
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(b) G+C content-transformed SIP metagenome coverage (a.u.)
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SIP metagenome coverage

Taxonomy

Acidobacteria
Actinobacteria
Alphaproteobacteria
Betaproteobacteria
Chloroflexi
Deltaproteobacteria
Euryarchaeota
Firmicutes
Gammaproteobacteria
Gemmatimonadetes
Planctomycetes
Spirochaetes
Thaumarchaeota
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