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Actinobacteria Collinsella

Firmicutes Ruminococcus

Firmicutes Lachnoclostridium
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Firmicutes Flavonifractor

Proteobacteria Escherichia

Bacteroidetes Bacteroides

Bacteroidetes Parabacteroides

Bacteroidetes Alistipes

-0.5 0.0 0.5 1.0

Bacteroidetes
(MP: n = 197, MG: n = 1249)

Firmicutes
(MP: n = 563, MG: n = 3223)

Proteobacteria
(MP: n = 17, MG n = 305)

Log(        )% Positive Associations
% Negative Associations


