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Escherichia -
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Translation (J)-

Carbohydrate T&M (G)-

Cell wall/membrane (M)

Secondary metabolite T&M (Q)-

Defense mechanisms (V)

Transcription (K)-

Intracellular trafficking, secretion (U)-
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Iron Related Proteins

k99 763653 1 Uncharacterized protein g

k99 740839 1 Uncharacterized protein g Oscillibacter

k99 1618526 1 Glutamate synthase (NADPH), homotetrameric g Ruminococcus
k99 896639 2 4-hydroxy-3-methylbut-2-enyl diphosphate reductase g Ruminococcus
k99 129867 1 Pyruvate synthase (EC 1.2.7.1) (Fragment) g

k99 1056440 2 FeS cluster assembly scaffold protein NifU g Blautia

k99 234672 1 Rubrerythrin (EC 1.14.13.81) g__ Bacteroides

k99 459850 1 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g__ Phocea

k99 213125 1 Nitrite and sulphite reductase 4Fe-4S region g Ruminococcus

k99 87471 1 Pyruvate synthase (EC 1.2.7.1) (Fragment) g__ Oscillibacter

k99 271309 1 Rubredoxin g

k99 709798 1 Uncharacterized protein g

k99 1836027 1 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g__ Dialister

k99 753488 1 4-hydroxy-3-methylbut-2-enyl diphosphate reductase g Subdoligranulum
k99 168381 2 L-lysine 2,3-aminomutase (LAM) (EC 5.4.3.2) (KAM) g_

k99 1301284 1 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g__

k99 544811 1 Rubredoxin g

k99 710549 1 Pyruvate synthase (EC 1.2.7.1) (Pyruvate-ferredoxin oxidoreductase) (POR) g_
k99 700572 1 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g__Carnobacterium
k99 1209606 8 Aldehyde oxidoreductase (EC 1.2.99.7) g Blautia

k99 1547896 7 Uncharacterized protein g__ Oscillibacter

k99 1993196 2 Uncharacterized protein g Ruminococcus

k99 949470 1 Uncharacterized protein g Ruminococcus

k99 79840 1 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g Ruminococcus
k99 414030 1 Pyruvate ferredoxin/flavodoxin oxidoreductase g Ruminococcus
k99 1636628 1 Reverse rubrerythrin-1 (EC 1.11.1.1) g__ Ruminococcus

k99 450695 1 Rubrerythrin g__ Tyzzerella

k99 515056 1 Pyruvate synthase (EC 1.2.7.1) (Fragment) g__ Subdoligranulum
k99 129305 2 Pyruvate synthase (EC 1.2.7.1) (Fragment) g Oscillibacter

k99 1298344 1 Dihydroxy-acid dehydratase (DAD) (EC 4.2.1.9) g Ruminococcus
k99 834511 7 Uncharacterized protein g

k99 489731 10 Uncharacterized protein g

k99 1687841 1 Rubrerythrin g Clostridium

k99 796725 2 Uncharacterized protein g

k99 225162 4 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g__ Oscillibacter
k99 1241421 2 Rubrerythrin g Eggerthella

k99 1727597 1 Rubrerythrin (Rr) g Desulfovibrio

k99 59057 _1 Dihydroxy-acid dehydratase (DAD) (EC 4.2.1.9) g__Lachnoclostridium
k99 83736 2 Pyruvate-flavodoxin oxidoreductase (EC 1.2.7.-) g

k99 344323 6 Iron-sulfur cluster carrier protein g

k99 1777040 _1 Rubrerythrin g

k99 21496 1 Pyruvate synthase (EC 1.2.7.1) (Fragment) g
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