
Iron Related Proteins

a c

LactoferrinCalprotectin

Metaproteome
Metagenome

Log(       )% Positive Associations
% Negative Associations

0

100

200

300

400

R
el

at
iv

e 
A

bu
nd

an
ce

 (M
S)

Immune Markers

Calprotectin
Lactoferrin

IgA

12
/2

8/
20

11

4/
3/

20
12

7/
14

/2
01

3

9/
24

/2
01

3

2/
17

/2
01

4

3/
23

/2
01

4

12
/7

/2
01

4

5/
22

/2
01

6

Time

eg
gN

O
G

 C
at

eg
or

y

Metaproteome

LactoferrinCalprotectin

b

d

Date

Lactoferrin R
A

R
el

at
iv

e 
A

bu
nd

an
ce Lactoferrin

Metagenome

-2 -1 0 1 2 3

Butyricicoccus
Faecalibacterium

Lachnospira
Roseburia

Eubacterium
Streptococcus

Butyrivibrio
Bacteroides

Blautia
Clostridium

Subdoligranulum
Parabacteroides

Lachnoclostridium
Flavonifractor

Ruminococcus
Dorea

Eggerthella
Oscillibacter
Escherichia

Collinsella
Anaerostipes

Alistipes
Akkermansia
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Signal transduction (T)
Intracellular trafficking, secretion (U)

Transcription (K)
Defense mechanisms (V)

Secondary metabolite T&M (Q)
Cell wall/membrane (M)
Carbohydrate T&M (G)

Translation (J)
Inorganic ion T&M (P)

Lipid T&M (I)
Function prediction only (R)

Function unknown (S)
Nucleotide T&M (F)

Replication, repair (L)
Energy production and conversion (C)

Amino acid T&M (E)
Cell cycle control, cell division (D)

CoenzymeT&M (H)
PTM, Chaperones (O)
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