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S1 Fig. Mean substitution rates matrixes 

S2 Fig. Distribution of VPg and eIF4E codon volatility 

S1 Table. Library characteristics (PEDEL-AA analysis) 

S2 Table. Matting efficiency in yeast 

S3 Table. Error prone PCR conditions 

R script for codon volatility calculation 

S4 Table. Mutations within the six (low, med, high) samples sequenced to characterize the  

VPg and eIF4 mutant libraries. 

 

 

S1 Fig. Mean substitution rates obtained for eIF4E and VPg libraries. Vertical bars represent 

standard errors. 


