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0,30
0,25
0,20
0,15 I m elF4E libraries
{ VPg libraries
0,10 l
0,05 l I } 1
0,00 i . : : iI
AC  AG AT CA CG T GA  GC GT TA TC TG

S1 Fig. Mean substitution rates obtained for eIF4E and VPg libraries. Vertical bars represent

standard errors.



