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Table S-1. Pairwise correlation (r) in abundance across the major OS species (n = 360).

Triose 3-SL  6-SL  GNL 6-SLN DSL OS-A 0SB O0OS-C O0S-D OS-E

Triose

3'-SL 0.15

6'-SL 0.22 042

GNL -0.06 -0.26  0.00

6-SLN 034 0.19 0.63 0.16

DSL 0.11 0.18 0.31 0.22 0.69

OS-A -0.03 0.15 0.20 0.15 0.38 0.57

0S-B -0.32 0.13 0.15 0.03 0.19 0.26  0.65

0Ss-C 012 -0.10 0.05 0.84 0.31 034 0.15 0.02

0S-D -0.46 0.01 0.05 -0.15  0.06 032 044 0.95 -0.09
OS-E 0.05 0.14 0.15 0.13 0.52 057 0.33 0.15 0.20 0.04

OS-F 0.33 0.06 0.20 0.26 0.63 0.78 0.44 0.03 0.39 0.02 0.53

3’-SL.: 3’-sialyllactose

6’-SL: 6’-sialyllactose

6’-SLN: 6'-sialyl-N-acetyllactosamine
DSL.: disialyllactose

GNL: N-acetylgalactosaminyllactose
0OS-A: 3’-sialylgalactosyllactose
0OS-B: lacto-N-pentaose

OS-C: lacto-N-neotetraose



OD-D: di-N-acetylhexosaminyltriose
OS-E: 3'-glycolylneuraminyllactose

OS-F: 3'-sialyl-N-acetylglucosaminyllactose



Table S-2. RNAseq eQTL analysis of ABO gene expression, testing all sequence variants on
chromosome 11. The position of the most significant SNP associated with the ABO RNA

transcript abundance is listed with the -log p-value.

Chromosome:position (bp) -log p-value
Chr11:104225654 6.42
Chr11:104226169 6.42
Chr11:104226184 6.42
Chr11:104226396 6.42
Chr11:104227111 7.06
Chr11:104228091 7.06
Chr11:104228120 7.06
Chr11:104228217 7.06
Chr11:104228291 7.06
Chr11:104228607 6.71
Chr11:104228721 7.06
Chr11:104228726 7.06
Chr11:104228735 7.06
Chr11:104228842 7.06
Chr11:104228949 7.06
Chr11:104228983 7.06
Chr11:104229223 7.06
Chr11:104229261 7.06
Chr11:104229385 7.06
Chr11:104232298 6.42
Chr11:104232312 6.42
Chr11:104232319 6.42
Chr11:104232354 6.42
Chr11:104232725 6.19
Chr11:104232763 6.19
Chr11:104235463 6.42
Chr11:104235480 6.42
Chr11:104237486 6.42
Chr11:104237602 6.42
Chr11:104237645 6.42
Chr11:104237825 6.42
Chr11:104237889 6.42
Chr11:104238052 6.42
Chr11:104238257 6.42
Chr11:104238465 6.42
Chr11:104238576 6.42

Chr11:104251713 6.04




