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Figure S1. Structures of N,N-dimethyl leucine (DiLeu) tags. Stable isotope positions are shown in 

the structures of the 5-plex mass difference iDiLeu tags (A) and 12-plex isobaric DiLeu tags (B). 
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Figure S2. Ratio optimization for trigger peptides and target peptides. 12-plex DiLeu-labeled 

peptide standards were combined at 1:1 ratios across all channels. d0-labeled synthetic peptides 

were spiked in at a ratio of 10:1, 20:1, 50:1, and 100:1, respectively. The light grey shaded region 

represents relative error within ±10%. 
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Figure S3. Comparison of ApoE regarding to gender difference and APOE ε4 genotype in 

preclinical Alzheimer’s disease. ApoE amount for healthy (grey) and preclinical (orange) subjects 

were measured in APOE ε4 carriers and non-carriers (A), as well as women and men (B). The 

demarcated line on the plots for (A) and (B) shows the average amount of ApoE.
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Table S1. Primary and isotopic peak fractions for DiLeu reporter ions

The total reporter ion intensity for each channel is composite of primary reporter ion (0) and 

isotopic peaks (±1). Only peaks within greater than 0.1% of the total signal was accounted.

Table S2. Primary and isotopic peak fractions for iDiLeu-labeled target peptides

x, y, and z represent the percentages of monoisotopic peak, interference peak to the heavier 

mass-labeled peptide, and interference peak to the lighter mass-labeled peptide, respectively. 
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Table S3. Characteristics of study participants

Data are presented as mean ± standard deviation

AD, Alzheimer’s disease

W, Women; M, Men

MMSE: Mini-mental state examination


