Fig. S1 TheStaufen sequences and their domains characterized across different insect
species using SMART (Simple Modular Architecture Research Tool)

Thripstabaci

am

DSRM " DSRM ~ DSRM DSRM 'm

taufen_C

FrankliniellaoccidentalisXM_026420079.1

DSRM ) DSRM ' DSRM ‘== DSRM

Leptinotarsadecemlineata XP_023023346.1

am
taufen_C

DSRM' " DSRM / DSRM '~m-'DSRM "=

TriboliumcastaneumEFA11564.2

s = DSRM DSRM /- DSRM '—m-— DSRM/ DSRM




Onthophagustaurus XP_022914722.1

m mmm DSRM DSRM
Riptortuspedestris BAN21133.1
DSRM DSRM DSRM

CulexquinquefasciatusXM_001841817.1

m-EE . = mm- DSRM/ DSRM

Phenococcussolenopsis (SRP133470)

DSRM DSRM 'DSRM/

103 200 303

Bemisiatabaci(MAMS00000000)

DSRM "~ DSRM ‘DSRM/

am

DSRM ‘mmms-— DSRM -
O 0d 0 D
mm—'DSRM /== DSRM
0 500 (v’
DSRM "~ms—'DSRM - DSRM
DSRM/ ‘DSRM
0 s0a
'DSRM



CimexlectularisXM_014397141.2

DSRM/— DSRM /-~ DSRM-—m-DSRM/ ‘DSRM/

Drosophila malenogasterNM_001169714.2

= .T N EmE = s DSRM/ = . ‘DSRM 'DSRM

}

- .. "+SRM\'




g o
£
2 F §
w @ T 9 8w 8 & @
= W = s = = L
T c E £ £ 8 8§ &
1] -4 T ] &
) X 3 = 8 ¢ 5 &
= o .9 2 3 £ T 5 N
o 3% 5% i Iddy
-1 £
G 5 % % B QLRI LIS S &8
% % % P g g el SE S ¢
‘q te, ES ® g o 3 8 < ,? -‘;? § / 69\‘ T
2y, e G - T N AU §F & & &5
% O B g 22z iifEdssd $ &
RN SLALLLL PR g
, ‘g %, B e g &9 & s .1\9"‘&” ge?
“ 5, %—;% - 9 :9'\00 90 @vx\ P 0° o
o, o, % & of’ew&“‘“’ o e
by by % & o al
SN IS Y s
e . %.,% & o wo‘“‘“ s"u'u
Doy, s, e O op et
ﬂe,,b"’m \%a‘b grav! nopt us,l tum
s at{'{a”ﬂus m%_ auC- t " nsp‘.cilla
au_Ey, Nty oxy -
Wallaceg_ Ornicates stauC- (es_borbonicus
Sfau_ﬂendmw"usﬁ frantatis swucfo‘l'c_ ]
Stau D StauC_Lagria_hirta
u_Dendroct derosae
) e parbatus | StauC_Dastarcus_helophoroides
mex_
stau_Pogonomyr tator SIUC_Xyloblops pa;
nathos_58 Staye >_basilarjs
stau HAPE " oridant® Stagse tong,
notus— iter® = Lay, L
stau'campo is.-"‘e“ 0593 S’ao p Mg ”’fﬂm 'S3e
gtav- tha-.w,'“opés &%o o ot s
s R
-~ W &7 %
8 P fso*:é‘, o« 6‘% QQ’*:%" S 3y
o7 @fﬁ&"’ 9, o, o,
) GO0 ‘w@eb @‘%e‘o \%b Yo, s
5 g W Sy r 2% 0 o R, o,
@ & &S e 0% R % % N, T,
SR T F S ETERA AR KR
T eSS ITEERRN e R
g S @ oIt sy Y %
P$° é@ 5 F g G - o &% 2 © X .% %
b ¢ K & 4 8 §F 22 2 %
o 9 Lz E
& SRR O B N A N %
£ £ @ 5 3! 8 T ‘e ?g s
R ER R Y
N g 3 & 2 & 8P g 3 % O%
§ 237858884 %% %
3 o 3 < 3.
5 8% 1= 8"
= s =
g 3 %
] C

Fig. S2 Phylogenetic analysis of Staufenand StauCsequences within insects of different orders
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Unique Motifs
Motif 78: >Thrips- MPAPVMVQSAPAQPSGF>Frankliniella-MPSPVMVQSAPAQPSGY

Motif 53:>Thrips-YFRPAYPGQVRPSNPCGEMAAWGHPRPPMNMY >Frankliniella-YNHHQVEFQIRPPNPCGEMAAWGPPRPTINMY
Motif 76:>Thrips-QRY Y AKPSIYP>Frankliniella-QRYYAKPSIYP

Motif 86:>Thrips-NLIKEPKPASPVESPTH>Frankliniella-NLIKEPKPASPVESPTH

Fig.S3 Phylogenetic analysis of Staufen and StauC sequences within insects of different orders using SALAD for the depiction
of unique protein motifs in Thripstabaci



