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WP_083651730 [Photobacterium proteolyticum]
OLQ80001 [Photobacterium proteolyticum]
EDQ01086 [Shewanella benthica KT99]
WP_040571760 [Shewanella benthica]
WP_022940319 [Psychromonas hadalis]
WP_104417027 [Marinobacter persicus]
KXS52579 [Marinobacter sp. T13-3]

KXS51160 [Marinobacter sp. T13-3]
WP_104425587 [Marinobacter persicus]
WP_104416353 [Marinobacter persicus]
PKM0O0178 [Gammaproteobacteria bacterium HGW]
PKM12203 [Gammaproteobacteria bacterium HGW]
CJK46151 [Streptococcus pneumoniae]

McpN [P. aeruginosa PAO1]

OUC50533 [Eggerthia catenaformis]

SAJ26551 [Enterobacter cloacae]

PKM29122 [Gammaproteobacteria-12]
WP_027848104 [Marinospirillum minutulum]
WP_027850591 [Marinospirillum insulare]
WP_072325584 [Marinospirillum alkaliphilum]
WP_091963700 [Marinospirillum celere]
WP_068999334 [Terasakiispira papahanaumokuakeensis]
SFX75036 [Marinospirillum alkaliphilum DSM 21637]
WP_084662276 [Marinospirillum alkaliphilum]
WP_086481606 [Oceanospirillum sanctuarii]
WP_078320434 [Oceanospirillales]
WP_102043389 [Oceanospirillum maris]
WP_028300494 [Oceanospirillum beijerinckii]
WP_078743715 [Oceanospirillum multiglobuliferum]
EAR59890 [Oceanospirillum sp. MED92]
WP_083774892 [Neptuniibacter caesariensis]
WP_093308400 [Pseudospirillum japonicum]
WP_051252630 [Ferrimonas kyonanensis]
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G11YYGMEA-DAAT INVAGRQRMLSQRVAKEVLLVQSGMEQ----QEGVNKT IKL
A1 1YNDMQA-DAAT INIAGRQRMLSQLVAKEVLLLQFGVGR----DTGVKKAIEL
A1 1TYNDMQA-DAAT INIAGRQRMLSQLVAKEVLLLQFGVGR----DTGVKKAIEL
S11YSSMEA-DATT INVAGKQRMLSQRIAKEVLLVQFSSLE----KQQVQQTITQ
SFLYFSTDPGEARSLNVAGAQRMLSQRVAKEVQMVAAGVEE----PAQAQKT IEQ
SFLYFSTDPGEARSLNVAGAQRMLSQRVAMEVQMVAAGVED----PAQAQKT IEQ
SFLYFSTDPGEARSLNVAGAQRMLSQRVAKEVQMVAAGVEE----PAQAQKTIEQ
SFLYFSTDPGEAKSLNVAGAQRMLSQRVAKEVQMVAAGVEE----SSQAQQT1DQ
SFLYFSTDPGEAKSLNVAGAQRMLSQRVAKEVQMVAAGVEE----SSQAQQT 1DQ
----- SSK--DASQ I DMAGAQRMLSQKMMKEALLAAQG I GS----PADVDRTIQR
AVLFMSAK--DASQ I DMAGAQRMLSQKMMKEAL LAAQGVGD----KAAVDKTIQR
GVLFMSSK--DASQ I DMAGAQRMLSQKMMKEAL LAAQG I GS—---PADVDKT IQR
VALYLSMS I -SPET INVAGAQRMLSQKMAREALQLRLGAGD-~---PKALAAT I1AQ
VALYLSMS I -SPET INVAGAQRMLSQKMAREALQLRLGAGD-~-~--PKALAAT I1AQ
VALYLSMS I -SPET INVAGAQRMLSQKMAREALQLRLGAGD----PKALAAT I1AQ
VALYLSMSV-SPET IN IAGAQRMLSQKMTKEALLQREGVLP----AATLEATMAQ
VSLYMSLSV-SPET INVAGAQRMLSQKMTKEALL 1 TQGVEE----RKVLDSTINS
I SLYMSLSV-SPET INVAGAQRMLSQKMTKEALL I 1 GKVEN----KTVLDKTVAS
VSLYMSLSV-SPET INVAGAQRMLSQKMTKEALL 1 TQGASD----RGTLDATMRQ
ASLFMSLSV-SPET INVAGAQRMLSQKMTKEALLLTQGVGD----QATLNATQRQ
VSLFLSMSV-SPQT INVAGAQRMLSQKMTKEVLLLEVGAVD----QQTLQTTMQR
ISLYLSMSV-SPET INVAGAQRMLSQK I TRDVLLVVQGAEQ----QQVLNRTIQR
ISLYLSMSV-SPET INVAGAQRMLSQK I TRDVLLVVQGAEQ----QQVLNRT IQR
VSLYLSMAI-DPQT INIAGRQRMLSQKMAKEALLVAAQVEN----KSTLQKTMQL
IFLYLSMAI-DPQT INIAGRQRMLSQKMAKEALLVASQVEN----KSTLQKTMQL
VSLYLSMAT-DPQT INIAGRQRMLSQKMAKEALLVAAQVEN----KTTLQKTMQL
VSLYLSMAT-NPQT INTAGRQRMLSQK I AKEALLVAAQVEN----QNTLQKTMQL
VALYMSMA1-NPQT INVAGRQRMLSQK I AKEALLVAAK I EN----EAVLRKTMQL
ISLYFSMAI-NPQT INMAGRQRMLSQK I AKEALLVAAQVEQ----QSTLKKTMEL
ISLYFSMAI-NPQT INMAGRQRMLSQK I AKEALLVAAQVEQ----QSTLKKTMEL
IALYLSMSI-NPQT IN1AGRQRMLSQKMAKEALLVAVNIEN----TSNLQATMQM
VMLYATSGN-SAEM I NVAGAQRMLSQRYAKEALLVVQGGVD----HAALDKTVAR
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[Teredinibacter turnerae]
[Teredinibacter turnerae]
[Teredinibacter turnerae]
[Teredinibacter turnerae]
[Saccharophagus degradans]
[Teredinibacter sp. 1162T.S.0a.05]
[Marinimicrobium agarilyticum]
[Motiliproteus sp.MSK22-1]
[Motiliproteus sp.MSK22-1]
[Marinobacterium stanieri]
WP_076462706 [Marinobacterium stanieri]
WP_091825072 [Marinobacterium georgiense]
PKM43282 [Gammaproteobacteria bacterium HGW]
PKM45884 [Gammaproteobacteria bacterium HGW]
00741054 [Solemya velesiana gill symbiont]
WP_078483146 [Solemya velesiana gill symbiont]
WP_083220704 [Candidatus Thiodiazotropha endolucinida]
0DJ87354 [Candidatus Thiodiazotropha endolucinida]
WP_084594071 [Arhodomonas aquaeolei]
WP_029132713 [Sedimenticola selenatireducens]
PLX63594 [Sedimenticola selenatireducens]
WP_057957096 [endosymbiont of Ridgeia piscesae]
WP_067616512 [Dissulfuribacter thermophilus]
WP_083779049 [Desulfarculus baarsii]

ADK86400 [Desulfarculus baarsii DSM 2075]
WP_053111464 [Desulfocarbo indianensis]
WP_072909408 [Malonomonas rubra]

ENN95934 [Methanocaldococcus villosus KIN24-T80]
WP_017981124 [Methanocaldococcus villosus]
WP_079710389 [Paraliobacillus ryukyuensis]

LSLY ISMSV-SANTVD IAGRQRMLSQRLAKEAFLVVNGAEQ----MEAVRSTIGL
GSMYLTLDI-TADTVDVAGRQRMLTQRLAKEAFLVANEAEP----QSVVQETITE
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVGQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVGQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVAQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVGQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVAQQAMD—--—--KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVAQQAMD--—--KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVTQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVTQQAMD----KSALEQTIEL
FSLYMTMQA-SADTVNIAGRQRMLSQRLAKEALLVTQQAMD----KSALEQTIEL
ISLYLSMSS-SANTVDVAGRQRMLSQRLAKEALLVGAGVES----RATMQSTIDL
GSLYLTMSA-SAETVNIAGROQRMLSQRLAKEALLIRTGAEN----EATAQQTIAL
GVSYLSLSA-TAETVDVAGRQRML IQRLAKEAMLTEQGALD—----ASGLNATIEL
GSLYLTMSA-SAET INVAGRQRMLSQRLAKETLMVVQGVEQ----KVAVEKTMQL
VSLYFSLSN-DAAT INEAGRQRMLSQRLAKEAMMVVQGVEE----KAVLEKT IKL
VSVWMTGSD-DATAINVAGKQRMLSQRLAKETLL 1QQGAVD----TGLAQATIRS
VSVWMTGSD-DATAINVAGKQRMLSQRLAKETLL 1QQGAVD----TGLAQATIRS
AAVYLSDNT-DASAINVAGAQRMLSQKMAKEVLLLSQDVGD----RSGVTKTMNA
ASLFYGFGT-DATS INVAGAQRMLSQKVAKEALLAGQGGES----RETVYATLAQ
ASLYFSI1ST-DATSINVAGAQRMLSQKVAKEALLAGQGVES----RDTVLATIRQ
ASLYFSLGS-DATSINVAGRQRMLSQKVAKEAMLAAQKVES----LQAVEKTIAL
ASLYFSLGS-DATSINVAGRQRMLSQKVAKEAMLAAQKVES----LQAVEKTIAL
VSLFTSLGS-DATAINVAGRQRMLSQKVAKEALLAAQSIES----RDTVNNTIAL
VSLFTSLGS-DATAINVAGRQRMLSQKVAKEALLAAQSIES----RDTVNNTIAL
ASLYFSLGS-SATAVDIAGRQRMLSQRVAKEAVMAVQGVGS----REDVEKTIAL
ITIYLSLGV-NSNSIDVAGRQRMLSQRLAKEAMLVAQQAES----REVMEKT INL
ITIYLSLGV-NSNS IDVAGRQRMLSQRLAKEAMLVAQQAES----REVMEKT INL
AS1YWSLDS-DAAAINTAGRQRMLSQRVAKEALMVVQGVES----PAVVQKTLAL
LKTVYGQRG-DAVAINITAGRQRMLTQKMTKEALFFNSTQNDK--WKSSLDATIVL
IVLLGLQET-DGQVVNIAGRQRMLSQRMTKEAL I LASGDRAAAKN---LAATLEL
IVLLGLQET-DGQVVNIAGRQRMLSQRMTKEAL I LASGDRAAAKN---LAATLEL
1 1 LLGMQEA-DGVVVDIAGRQRMLSQKMTKEALLLLSSGGNTEKDRKELKATADL
VFVLNGQKD-DSTVVNIAGRQRMLSQKMSKEALS IAAGLEVSSNR-DSLKQTADL
TILLKDMEH-DAN I INTAGKQRML 1QKMSKEAFMIALGNL---EMKKEL IKTAQE
TILLKDMEH-DAN I INTAGKQRML 1QKMSKEAFMIALGNL---EMKKEL IKTAQE
NMFLTEQET-DAT I INVAGKQRML 1QKMSKEAL 1VSDGN----GSADDLVET INL



0DS31255 [Candidatus Scalindua
0DS31259 [Candidatus Scalindua
0DS31256 [Candidatus Scalindua
DAB34330 [Sulfurospirillum sp.
DAB32648 [Sulfurospirillum sp.

rubra]
rubra]
rubra]
UBA12182]
UBA11407]

0QY52690 [Beggiatoa sp. 4572_84]

OAD20060 [Candidatus Thiomargarita nelsonii]
KHDO7211 [Candidatus Thiomargarita nelsonii]
WP_083760414 [Sulfurovum sp. NBC37-1]
BAF71977 [Sulfurovum sp. NBC37-1]
WP_103922382 [Thiotrichales bacterium HS_08]
WP_038034074 [Thermopetrobacter sp. TC1]

0QX74572 [Campylobacteraceae bacterium 4484 4]
0GX22015 [Omnitrophica WOR_2 bacterium GWF2_ 43 52]
OGR47178 [Elusimicrobia bacterium GWA2 66 18]

OGR71769 [Elusimicrobia bacterium GWC2_65 9]
P1Q95337 [Nitrospinae bacterium CG11]

WP_037929253 [Sulfitobacter pseudonitzschiae]

WP_083651730
OLQ80001
EDQO1086
WP_040571760
WP_022940319
WP_104417027
KXS52579
KXS51160
WP_104425587
WP_104416353
PKMOO0178
PKM12203
CJK46151
McpN_LBD
OUC50533

-—-MLEKKASDPVKINLAGKQRMLTQKMSKEAIALSQG----1GSTESLEKTANL
T1SFLNKQKADGVV INLAGKQRMLTQKMSKEALAVSQG----TGSKESLEKTADL
VIVLMNSQKDDGAV INLAGKQRMLTQKMSKEATALSQG----1GSKQSLVKT INL
NV IMNDKSKKDSL 1 INTAGKQRMLTQKMSKE IFYLKQKD---SIDFRELNSAVDE
NV IMNDKSKKDSL 1 INTAGKQRMLTQKMSKE 1 FYLKQKD---SIDFRELNSAVDE
ACGGGVTKQEMGV IMDLAGKQRMFTQKMTKEILL TAKG INV-AENKKKLRQTAIL
———————————— MS IDLAGKQRMLTQKMSKE ILL TAKNIDR-DDNKKNLCETAAL
AY--AATQQEMATT INLAGKQRMLTQKMSKE I LL 1AKG INV-AANKKNLQKTAAL
AV--AQTKQQSGVV INLAGKQRMLTQKMSKEALY IAKG IDA-EANTENLKKTAAL
AV--AQTKQQSGVV INLAGKQRMLTQKMSKEALY I1AKG I DA-EANTENLKKTAAL
AQ--ASSKTEMGKV INLAGKQRMLTQKMSKEALF I AKGVDA-TGNQGNLKKTANL
NATVEQSSAELAVQ INLSGRQRMLTQKMSKEAFLVALGVDP-EENRQNAARTAAL
SF--ALTTKQLAVS INLAGKQRMLTQKMTKEALL IKAGVEK-EQNLKKLEATSTL
GFC-APTPEQWGI IMNISGRQRMLSQKMSKEALLATAGINP-DENLKKLAESMKL
SS--AASEKEFAKV INVAGRQRMLSQKMAAEFLLMKLG IAA-EDNKKKMDADI ST
SS--AASEKEFAKV INVAGRQRMLSQKMAAEFLLMKLG IAA-EDNKKKMDADI ST
TVFTLENQKLDGNV INLAGKQRMLTQKLSKS IMELQLG--D-LSKTGEIGQIKTE
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FESSMNLLRNGDKEQG I SAPKTPE I EAQLSKVNELWLEYRAG IQKLLQIDESQLR
FESSMNLLRNGDKEQG I SAPKTPE I EAQLSKVNELWLEYRAG IQKLLQIDESQLR
FESSMNMLLNGDTKRG I SAPMTPE IKSRLGKVNKLWSKYREG I QALLLLGDKDQH
FESSMNMLLNGDTKRG I SAPMTPE IKSRLGKVNKLWSKYREG I QALLLLGDKDQH
FESSMNKL INGDESAG I HAFSDVAIKTQLLKVKDTWQEYR INTEQILQLSPFDLA
WERAHGWLLNGSEEAGVPAVKDPE IRAQLESVFALWQEYRPALVDYMNAPDT--~-
WERAHGWLLNGSEEAGVPAVKDPD I RAQLESVFALWQKYRPALVDYMNAPDT---
WERAHGWLLNGSEEAGVPAVKDPE I RAQLEHVLTLWQKYRPALVDYMNAPDT---
WERAHGWLLNGSEEAGVPAVTDTAIRAQLEHVLTLWQDYRPALVEYMEAPDT -~
WERAHGWLLNGSEEAGVPAVTDTAIRAQLEHVLTLWQDYRPALVEYMEAPDT -~
FEQSHRLLLNGDRAQG I APVELASAKPHLQRVDQ 1 WQRYRPA-VQALAAGQS---
FEQSHRLLLNGDRAQG I APVELTSAQPHLQRVDQ 1 WQRYRPA-VQALAAGQS- - -
FEQSHRLLLNGDSAQG I VRVELASAQPYLQRVDQ 1 WQRYRPA-VQALAAGQS- - -
YERSAADLDAGNAERNVSRMGAPE I AAQRQKVAQ I WGRYRAMLDQVAQPAS - - -
YERSAADLDAGNAERNVSRMGAPE I AAQRQKVAQ I WGRYRAMLDQVAQPAS————

TAQVAASGSAVVVRVD I SGRQRMLSQRMAMASCFVMGDVETEKN-TKNAHQAYDL



SAJ26551
PKM29122

WP_027848104
WP_027850591
WP_072325584
WP_091963700
WP_068999334
SFX75036

WP_084662276
WP_086481606
WP_078320434
WP_102043389
WP_028300494
WP_078743715
EAR59890

WP_083774892
WP_093308400
WP_051252630
WP_075186461
WP_045855660
WP_018274184
WP_019606173
WP_045827023
WP_028885168
WP_028881853
WP_018415357
WP_015819270
WP_028876398
WP_019602011
WP_011467154
WP_082067039
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WP_076717438
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WP_081475260
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YERSAADLDAGNAERNVSRMGAPE I AAQRQKVAQ I'WGRYRAMLDQVAQPAS————
FDAAHRDLLSGNAVRN I SAIAEPG 1 QAQMNKVGGLWQGFRTQLQRVVA-GD-- -
FERAHQDLLVGNRERN I TAFDDEE 1HQQMQQVDQLWQQMKARLEQAVNKQD-- -
FETAHKDL I AGNRDRD I TAFDDSE 1QQQMQQVDQLWQQMKVRLDQALVQQD-- - -
FEQAHRDLLQGNRERN I TAFDDPA IRQQMQRVDQLWQQMKTRLDATLTNPG----
FEQAHQDL 1QGNPERN I SA1DDPE 1QQQMQRVDDLWQQ 1 QDSLQEVVNNPN----
FETAHRDLMAGNPAKN I AVFDDPV 1QRQMQTVDQLWQQMASL INRQLQDPQ----
FDAAHRDLVQGNPERS I SR INDPVVQQQLQQVEVSWQEFQGV I QNYLKQPL--—--
FDAAHRDLVQGNPERS I SR INDPVVQQQLQQVEVSWQEFQGV I QNYLKQPL -~ - -
FESSHKD I INGNKAQGMNP I TDKE I LGQMQKVESLWKDYSKTLLQYADNPT----
FERSHKD I INGNKAQGMNPTTDPS ILSQMQIVENLWSGYSK I LLQYTDSPS----
FEQSHDH I LNGNKSLSMNP 1 EDPE 1VAQMQRVQDLWRSYS I TLLEYAERPD----
FERSHKD I IHGNTELGMNP I NDKA 1 LAQMQKVEGLWQSYKGMINRYASTPT--—-
FEQSHRD I VNGNVEQGMNP I TNPAVLSQMQKVEGLWRDYSALVERY I ANPN-- - -
FESSHKK I MLGNEELGMNA I KDSE I LKQMQHVETLWATYKGV IESHITQPS-- -
FESSHKK I MLGNEELGMNA 1 KDSE I LKQMQHVETLWATYKGV IESHI TQPS----
FDRSHQD I 1QGNTQQGMNP I TDED I LQQMAVVGRLWQDYRELLLAYVQAPS----
FERAHRLLLEGDANRGLPPVSEPAIVQQLNRVGEFWSSYRQQVDAYLMAPS-— -
FENSHRDLLAGNRNAD I QPPATKAIESQLKKVEGVWNGYQQSVTRY INSQQ----
FERSHRDLMMGNKRAG I A1P-TSEVLAQLKEVERVWRQYKLTVAAY IRSKN----
FEQSHNRLLYGSPENG I LAPQTVK I FDKLKVVGGMWENYK IAIRTYATTQD----
FEQSHNRLLYGSPENG I LAPQTVK I FDKLKVVGGMWENYK IAIRTYASTQD----
FEQSHNRLLYGSPENG I LAPQTVK I FDKLKVVGGMWENYK IAIRTYAATQD-—- -
FEQSHNRLLYGSPENG I LAPQTVK I FDKLKVVGGMWENYK IAIRTYATTQD----
FEQSHNRLLYGSPENG I LAPQTVK I SDKLKAVGGMWENYK IAIRTYVATKD----
FEQSHNRLLYGSPENG I LAPQTVK I SDKLKAVGGMWENYK IAIRTYVASKD----
FEQSHNRLLYGSPENG I LAPQTVK I FDQLKVVDGLWENYK IAIRTYVASKD----
FEQSHNRLLYGSPENG I LAPQTVK I FDQLKVVDGLWENYK IAIRTYVASKD-—---
FEQSHNRLLYGSPENG I LAPQTVK I FDQLKVVDGLWENYK IAIRTYVASKD----
FERSHRKL 1SGDQSDD I HPPATQE IKQALVTVEKQWAEYKRLVNHYVSAKD- - - -
FESSHQALMNGDKDKG I HAPESAE 1KQQLQKVEALWLEYKKG IASL 1 AGED-- -
FEQSHQNLLNGNESAG I QPPQTAE INQSLLNVLQEWNQYKAI IFDY 1 GADP-- -
FESSHQDL INGNPSTG I VAPATPQ I SQQLEHVGSLWTDYKQT INNYLVDAS--—--
FSDSHLHL INGNPESG I SAPANAE IRKQLEHVGQLWQHYQSA I SNYLENPN-- - -
FEAAHKALLNGNADMG I KAASEVD IRKQLEHVGTLWRDYRATVEQLVSGTDGN- -
FETAHRALLNGNAGLG I KAASEVD IRKQLEHVGTLWRDYRATVEQLVSGSDGN--
FESAHQALLNGSAEQG I KAAEDAE IRSRLEQVGTLWNSYRATLNQYLQQPD----



PKM43282
PKM45884
00241054
WP_078483146
WP_083220704
0DJ87354
WP_084594071
WP_029132713
PLX63594
WP_057957096
WP_067616512
WP_083779049
ADK86400
WP_053111464
WP_072909408
ENN95934
WP_017981124
WP_079710389
0DS31255
0DS31259
0DS31256
DAB34330
DAB32648
0QY52690
0AD20060
KHDO7211
WP_083760414
BAF71977
WP_103922382
WP_038034074
0QX74572
0GX22015
OGR47178
OGR71769
P1Q95337
WP_037929253

FESVHQALLQGDAQRD IAVVTDTAVRAQLQKVGQVWKEYRQE IVAYVEQPA----
FEGAHRALLEGDAQRGMRAVKDAAVRTQLQKVEQLWQAYKQDILAY IEQPD—---
FESSHNALLQGDKKQK IDAVKAKP I IDQLKHVEQLWGKYKVHILSYSNNPT----
FESSHNALLQGDKKQK IDAVKAKP I I DQLKHVEQLWGKYKVHILSYSNNPT—---
FESSHONLLNGDQNAG I QAVDDPVVRGQLNKVEGLWITYRES IDAYLENPS—---
FESSHQONLLNGDQNAG I QAVDDPVVRGQLNKVEGLWITYRES IDAYLENPS—---
FESSHRKLLQGDPGMG I EPVQDPAIRDQLREVQSLWQRYRGD 1QAYLDEPT—---
FESSHKALFEGDEAQN I LPVKDAL I LEQLKLVEQLWSGYKQVITQYAASPD----
FESSHKALFEGDEAQN I LPVKDAL I LEQLKLVEQLWSGYKQVITQYAASPD—---
FEDSQHRLLLGDPEAG I TPPMNEATRQQLAKTSQLWSAYRRHLEAYLATPS—---
FEKSLNGLAVGDAELGLSGTTDKGVQEELNKLQQMWIPFKKALY 11 TDTSSSK--
FDASLRGL 1EGDAAMGLPPTDDSR I AAQMOKVAALWGPFRQSAE IVLRAGGSADP
FDASLRGL IEGDAAMGLPPTDDSR IAAQMQKVAALWGPFRQSAEIVLRAGGSADP
FDRSLQGL IGGDAAMGLPPTTNPD I LAQMKTVSELWKPFHANLTGVTITTDINSP
FASSLNSL INGDEKLNLPPTQNPQILSQMRQVEVLWDNFSPHIDTFVNP-ASTEA
FDKNLNDL INGNEERG I TPAPP-1VKAQLLKVKSMWSEFYKNIL11YEK-DPSDP
FDKNLNDL INGNEERG I TPAPP-1VKAQLLKVKSMWSEFYKNIL11YEK-DPSDP
FDEAIEGLMGGSKSLGLPKMPSEEVANQLQSVELLWQPFKENLQMIAN--DNGN-
FDKTLRGL ISGDEELRLSPTKDPK I 1SQLNHIQGLWQDFRANLNAVLANPTGA--
FDKTLKGL 1 SGDKELGLPATKNIEILSQLNQVQKLWKDLHANLDVVLANSDVT--
FDKTLKGLVSGDSELNLPATSNPE I LGQLNHVQKLWKDLHANLS IVLANSDVT--
FSENLKDLLEGNSVKG I YHPQDEK 1 EAKLQKVQKITWFPFKEKTEALKKL IQEN--
FSENLKDLLEGNSVKG I YHPQDEK 1 EAKLQKVQKITWFPFKEK IEALKKL IQEN--
FNKTL 1GLFDGDSELGLVKVENPHIVQQLNKVADLWREFRNNVDAVLRG-NTS--
FNQTLIGLI1EGDSELGLVETEKPATKQQLYKVVELWNKFRINVDAVLMG-NTS--
FERTLKGLLNGDARLGLVKTENAATVKQLKKVGRLWGKFRQNVKAVLAG-NTS--
FDKTLKGL I1GGDSSLNLPKTDNKE I LAQLQKVTDLWVPFKAN IDKV IAG-KAD--
FDKTLKGL 1GGDSSLNLPKTDNKE I LAQLQKVTDLWVPFKAN IDKV IAG-KAD--
FDRTLKGLKDGDADLGLPKTTDAGILAQLDVVAKLWITFKGNIDAVLAG-KTS--
FERTLKGLMQGDEALKLAPAPNEKILAQLKKVEGLWRRFKPL 1EKVAAG-DVS--
FDRTLKGL IKGDEGLKLKPCQNAEVQKQLGVVQQLWKPFRQN IMRV IQG-KAD--
FETSHHALTEGDAAMN I PACEFPD I SEQLEKVSILYAELDK I FDKMVEGEKAD--
FDKSLASLSNGDGEAG IPAPPNEQISRQFAQVKLLWGSYVRALQSAGTS-——---
FDKSLASLSNGDGEAG IPAPPNEQISRQFAQVKLLWGSYVRALQSAGTS--——---
FEGVLSGLKRGDTEKGLVAAETPE IMAMLEATEKLWLPFAERVDKVASLWPGI --
FSQTQGVLRHGGTRDNLEPERDPQVLALLDQSDEIFDTYGRAVLQVTHQDLQ---



