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Color Key (Number of Shared OTUs) 

118    Bacterial - 16S   1045 

          
106    Eukaryotic - 18S   320 

 

 

Figure S2: Heatmap showing bacterial and eukaryotic OTUs common between samples - lower similarity of composition between 

samples in white and higher similarity in black. Bacterial OTUs are in the upper triangle and eukaryotic OTUs are the lower triangle. The 

bacterial and eukaryotic datasets use the same color scale but have different minimum and maximum values due to different total OTU 

abundances between datasets. 
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