
  80PpPME_Genomic_Isolate NL 10p RH

  60PpPME_cDNA_Isolate NL 10p RH
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  60PpPME_cDNA_Isolate NL 10p RH

  240PpPME_Genomic_Isolate NL 10p RH

  60PpPME_cDNA_Isolate NL 10p RH

  320PpPME_Genomic_Isolate NL 10p RH

  60PpPME_cDNA_Isolate NL 10p RH

  400PpPME_Genomic_Isolate NL 10p RH

  60PpPME_cDNA_Isolate NL 10p RH

  480PpPME_Genomic_Isolate NL 10p RH

  108PpPME_cDNA_Isolate NL 10p RH

  560PpPME_Genomic_Isolate NL 10p RH

  188PpPME_cDNA_Isolate NL 10p RH

  640PpPME_Genomic_Isolate NL 10p RH

  208PpPME_cDNA_Isolate NL 10p RH

  720PpPME_Genomic_Isolate NL 10p RH

  208PpPME_cDNA_Isolate NL 10p RH

  800PpPME_Genomic_Isolate NL 10p RH

  208PpPME_cDNA_Isolate NL 10p RH

  880PpPME_Genomic_Isolate NL 10p RH

  208PpPME_cDNA_Isolate NL 10p RH

  960PpPME_Genomic_Isolate NL 10p RH

  213PpPME_cDNA_Isolate NL 10p RH

  1040PpPME_Genomic_Isolate NL 10p RH

  293PpPME_cDNA_Isolate NL 10p RH

  1120PpPME_Genomic_Isolate NL 10p RH

  373PpPME_cDNA_Isolate NL 10p RH

  1200PpPME_Genomic_Isolate NL 10p RH

  453PpPME_cDNA_Isolate NL 10p RH

  1280PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1360PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1440PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1520PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1600PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1680PpPME_Genomic_Isolate NL 10p RH

  462PpPME_cDNA_Isolate NL 10p RH

  1760PpPME_Genomic_Isolate NL 10p RH

  524PpPME_cDNA_Isolate NL 10p RH

  1840PpPME_Genomic_Isolate NL 10p RH

  604PpPME_cDNA_Isolate NL 10p RH

  1920PpPME_Genomic_Isolate NL 10p RH

  684PpPME_cDNA_Isolate NL 10p RH

  2000PpPME_Genomic_Isolate NL 10p RH

  690PpPME_cDNA_Isolate NL 10p RH

  2080PpPME_Genomic_Isolate NL 10p RH

  690PpPME_cDNA_Isolate NL 10p RH

  2160PpPME_Genomic_Isolate NL 10p RH

  690PpPME_cDNA_Isolate NL 10p RH

  2240PpPME_Genomic_Isolate NL 10p RH

  726PpPME_cDNA_Isolate NL 10p RH

  2320PpPME_Genomic_Isolate NL 10p RH

  806PpPME_cDNA_Isolate NL 10p RH

  2400PpPME_Genomic_Isolate NL 10p RH

  886PpPME_cDNA_Isolate NL 10p RH

  2480PpPME_Genomic_Isolate NL 10p RH

  966PpPME_cDNA_Isolate NL 10p RH

  2501PpPME_Genomic_Isolate NL 10p RH

  987PpPME_cDNA_Isolate NL 10p RH

Intron 1Exon 1

A T G T T T G G T T T A C T T T T G A A C T T C T G C C T T T T C A C A T A T G T T C G T G G C C A G C A A A A T C C C G T G A G T A T T C C T A A A T T T T A  80PpPME_Genomic_Isolate NL 10p RH

20 40 60 80

A T G T T T G G T T T A C T T T T G A A C T T C T G C C T T T T C A C A T A T G T T C G T G G C C A G C A A A A T C C C - - - - - - - - - - - - - - - - - - - -  60PpPME_cDNA_Isolate NL 10p RH

Intron 1

T A A A C T A T T T A A A A A A T C T T T A A A A A A T G C T T A A A A T T T T T C T T A A A T T T T T A T T T T T T T T T C T G G G C C T T T T C C C T G T A  160PpPME_Genomic_Isolate NL 10p RH

100 120 140 160

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  60PpPME_cDNA_Isolate NL 10p RH

Intron 1

A T T A T G A C A A G T T T C C A T T T A A A G A T A T T T A A T A G T T A G A A A G A A G A T T C A G T T A T C C A C G A T T G C C T T A T C G T T T C C G C  240PpPME_Genomic_Isolate NL 10p RH

180 200 220 240

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  60PpPME_cDNA_Isolate NL 10p RH

Intron 1

T T T T G T G C A G A T C C A C T T T T A T C A A T A G T A A A A A C T A C C T A C A T C A A A A A A C T T C A T T A A A A T T A T T T A C A A A T A A T G A T  320PpPME_Genomic_Isolate NL 10p RH

260 280 300 320

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  60PpPME_cDNA_Isolate NL 10p RH

Intron 1

T T T A T G C G A T A A A A A A C T T T T T T T T C T T A A A A A G A A A A T C T A A T T A A A A A T T C C G C T T G G T T A T G A A A A A A T T G C A T A G G  400PpPME_Genomic_Isolate NL 10p RH

340 360 380 400

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  60PpPME_cDNA_Isolate NL 10p RH

Intron 1 Exon 2

T A A T T C T C C C A A T C C T C C C A C T C T T C T C C C A G G C T T A T G A C A T T G T T G T G G C C G C C G A T G G G T C C G G C A A T T T C A C G A C A  480PpPME_Genomic_Isolate NL 10p RH

420 440 460 480

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G C T T A T G A C A T T G T T G T G G C C G C C G A T G G G T C C G G C A A T T T C A C G A C A  108PpPME_cDNA_Isolate NL 10p RH

Exon 2

A T C C A G G C G G C G G T G A A C A G C A C G A A C A G C G T G A A C G C G A C C A T T T A C A T T A A A A A G G G C A T A T A C C A G G A G A A G C T T G T  560PpPME_Genomic_Isolate NL 10p RH

500 520 540 560

A T C C A G G C G G C G G T G A A C A G C A C G A A C A G C G T G A A C G C G A C C A T T T A C A T T A A A A A G G G C A T A T A C C A G G A G A A G C T T G T  188PpPME_cDNA_Isolate NL 10p RH

Intron 2Exon 2

G A T T C C C A T C G A A A A A T C A G G T A A T G A A C A G A G A C T T T C T T T A A T T T T C T A C A C G A A A C G G G C A C G A C G A C A T G C C A A A A  640PpPME_Genomic_Isolate NL 10p RH

580 600 620 640

G A T T C C C A T C G A A A A A T C A G - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  208PpPME_cDNA_Isolate NL 10p RH

Intron 2

A T A G A G A A A A T T C G G C A A A A A A A A T G A C A A A T T T G A A A T T T G A A A T C C A A T A A A T A A T A G A A G A C G A T A A T A C A A T T T A T  720PpPME_Genomic_Isolate NL 10p RH

660 680 700 720

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  208PpPME_cDNA_Isolate NL 10p RH

Intron 2

T T G A G A C A G T A A A T T A T G A A A T T T A T G A A T T T T A T G C G C A A A T T T G C A T A C T T C A A T T A T G A T A A G A G C C G A T T G A A T A A  800PpPME_Genomic_Isolate NL 10p RH

740 760 780 800

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  208PpPME_cDNA_Isolate NL 10p RH

Intron 2

T T G A T T G T C G A A A A A A A A A A T G A T G A A A A A A T T C T A A A T G G A A G T C A A A A A C C T G A T A A T T T T T T A G G T T T T T T A A A T T T  880PpPME_Genomic_Isolate NL 10p RH

820 840 860 880

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  208PpPME_cDNA_Isolate NL 10p RH

Intron 2 Exon 3

T T T T T T T T A T T T A A C A A G A G T T T C C T A A T C G A T G C A A T T T A T T C A T T T A T A T T T C A T C A A T T T G T T T T T G C C C A G G C A T T  960PpPME_Genomic_Isolate NL 10p RH

900 920 940 960

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G C A T T  213PpPME_cDNA_Isolate NL 10p RH

Exon 3

C A C T T C A T T G G C G A G G A C C T T G T G G G C A G C G T G A T C A C C A A T G G G G A C T A C A C G G G C A A G C C A A T C C C T G G G A G C G A A A A  1040PpPME_Genomic_Isolate NL 10p RH

980 1,000 1,020 1,040

C A C T T C A T T G G C G A G G A C C T T G T G G G C A G C G T G A T C A C C A A T G G G G A C T A C A C G G G C A A G C C A A T C C C T G G G A G C G A A A A  293PpPME_cDNA_Isolate NL 10p RH

Exon 3

T G C C A C T T T C G G C A C A T C C A C C T C C T A C A C C G T C T G G G T C C A G T C G C C G G A T G T G C G C T T C G A G A A T T T G A C C A T T G A A A  1120PpPME_Genomic_Isolate NL 10p RH

1,060 1,080 1,100 1,120

T G C C A C T T T C G G C A C A T C C A C C T C C T A C A C C G T C T G G G T C C A G T C G C C G G A T G T G C G C T T C G A G A A T T T G A C C A T T G A A A  373PpPME_cDNA_Isolate NL 10p RH

Exon 3

A T T C G G C G G G C C G C G T T G G C C A A G C C G T G G C G C T G C T C G T C G A T G G C G A C C G A T T C C G T G C C A A C A A T T G T C G T C T G C T G  1200PpPME_Genomic_Isolate NL 10p RH

1,140 1,160 1,180 1,200

A T T C G G C G G G C C G C G T T G G C C A A G C C G T G G C G C T G C T C G T C G A T G G C G A C C G A T T C C G T G C C A A C A A T T G T C G T C T G C T G  453PpPME_cDNA_Isolate NL 10p RH

Intron 3Exon 3

G G C A A T C A G G T G T G T G A A A T T A A G A A C C A A A A A A A T C G G A C A G T G A G G A A A T C G G A A T A A A T T G C C A T A T A T C C G G T G T T  1280PpPME_Genomic_Isolate NL 10p RH

1,220 1,240 1,260 1,280

G G C A A T C A G - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3

A A T A A A C T T G C A T A A A T A A T T C T T A C A A T T T A G G A C T A A T T G A T A G C T T A T A A T G T C C T C T A T T A A A T G A T A G A A A A C A C  1360PpPME_Genomic_Isolate NL 10p RH

1,300 1,320 1,340 1,360

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3

A T T T A A T T T A T T T T A A T T T A A G C C A A A A T T A T A G C C A A A G A A T G G A T T T A C T T G T T A T T C C G A A A A A T T T G G A T A A A C C A  1440PpPME_Genomic_Isolate NL 10p RH

1,380 1,400 1,420 1,440

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3

A C T T T A T T C T A C C A T T C G T A T T A T T A A A C A A A A A A A C A C C A T T T T C A A A C C A G A A T A T G A A T T T G G T T A A A G T A T C A T G C  1520PpPME_Genomic_Isolate NL 10p RH

1,460 1,480 1,500 1,520

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3

A T T T A A C G G G G G G T G T T G A A A G C A A C A A A T T T A T A T C A A T T A A A T G C C C T T C G T T C A A A T A A T A C A T T T C T T T C A T T T G T  1600PpPME_Genomic_Isolate NL 10p RH

1,540 1,560 1,580 1,600

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3

T T C T G T C A T T C A T A A A T T T T A A T T C A A A A T C C A T A T T T A G A A G A T T T T T T A A A G T G A C A T A T A A T G A A A T A A G A A A A A G C  1680PpPME_Genomic_Isolate NL 10p RH

1,620 1,640 1,660 1,680

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  462PpPME_cDNA_Isolate NL 10p RH

Intron 3 Exon 4

A A A T T T T A T T T T C A A C A G G A C A C G T T G T A C G C G A A G G A C A A G G C C A G T C G C C A A T A C T A T T C C G A C T G C T A C A T C G A G G G  1760PpPME_Genomic_Isolate NL 10p RH

1,700 1,720 1,740 1,760

- - - - - - - - - - - - - - - - - - G A C A C G T T G T A C G C G A A G G A C A A G G C C A G T C G C C A A T A C T A T T C C G A C T G C T A C A T C G A G G G  524PpPME_cDNA_Isolate NL 10p RH

Exon 4

C A C C A C C G A C T A C A T T T T C G G C A A T T C C A C C G T C A T T T T T G A C A A T T G C G T C A T T C A C A G C A A A A T G A A C A G A T C T T T C A  1840PpPME_Genomic_Isolate NL 10p RH

1,780 1,800 1,820 1,840

C A C C A C C G A C T A C A T T T T C G G C A A T T C C A C C G T C A T T T T T G A C A A T T G C G T C A T T C A C A G C A A A A T G A A C A G A T C T T T C A  604PpPME_cDNA_Isolate NL 10p RH

Exon 4

T C A C G G C C G C G T C C A C C A C A C T G G A G C A G C A A T A T G G C C T G G T G T T T C G C C G G T G C A A T C T G A C G G C C G A G G C G A A T G T G  1920PpPME_Genomic_Isolate NL 10p RH

1,860 1,880 1,900 1,920

T C A C G G C C G C G T C C A C C A C A C T G G A G C A G C A A T A T G G C C T G G T G T T T C G C C G G T G C A A T C T G A C G G C C G A G G C G A A T G T G  684PpPME_cDNA_Isolate NL 10p RH

Intron 4Exon 4

A C C T C G G T G G G A A A T A T G G G G G A A T T T T G T G G A T T T T T A A T G T T A A T A T A A A A A T T G A A A T A T T T A T C G G T A C A A A G T T T  2000PpPME_Genomic_Isolate NL 10p RH

1,940 1,960 1,980 2,000

A C C T C G - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  690PpPME_cDNA_Isolate NL 10p RH

Intron 4

A A T A A G A A T A T T T T T G T T A A T G C T T G C A T A T A T T G G G G C T T G G A G G A G G A G A A C T T T C C C C G A T A T T C A T T C A A T T C A A C  2080PpPME_Genomic_Isolate NL 10p RH

2,020 2,040 2,060 2,080

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  690PpPME_cDNA_Isolate NL 10p RH

Intron 4

G T A T A A A A T A T T C T T A C A A T C G A A A A A A A A A C T G A T G T A T A C G A T A A A A T T G G T A C A A A A A T T T T T A A C C G T A A A A G G G C  2160PpPME_Genomic_Isolate NL 10p RH

2,100 2,120 2,140 2,160

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -  690PpPME_cDNA_Isolate NL 10p RH

Exon 5Intron 4

A A T T T G A A A A A A T C A T A T A A A T A A A T A A A A A T T C T T A A T T T A A G A T G T A C T T G G G C C G A C C C T G G C G C C C C T A T G C C G C C  2240PpPME_Genomic_Isolate NL 10p RH

2,180 2,200 2,220 2,240

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T G T A C T T G G G C C G A C C C T G G C G C C C C T A T G C C G C C  726PpPME_cDNA_Isolate NL 10p RH

Exon 5

A C A A T T T T C G C G A A T A G C T G G C T T G G C G C C C A C A T T A T C C C T G C A G G C T G G A G C A T T T G G A G T G G G A A C A A C A A C C A C G A  2320PpPME_Genomic_Isolate NL 10p RH

2,260 2,280 2,300 2,320

A C A A T T T T C G C G A A T A G C T G G C T T G G C G C C C A C A T T A T C C C T G C A G G C T G G A G C A T T T G G A G T G G G A A C A A C A A C C A C G A  806PpPME_cDNA_Isolate NL 10p RH

Exon 5

G A C G G C G C G C T A C G C G G A G T A C A A C A A C A C T G G G C C G G G A G C G G G C A C A G C C G G C C G T G T T T C C T G G T C A C G T C A G T T G A  2400PpPME_Genomic_Isolate NL 10p RH

2,340 2,360 2,380 2,400

G A C G G C G C G C T A C G C G G A G T A C A A C A A C A C T G G G C C G G G A G C G G G C A C A G C C G G C C G T G T T T C C T G G T C A C G T C A G T T G A  886PpPME_cDNA_Isolate NL 10p RH

Exon 5

A T G A C A C C G A A G G T G C T G A A C T G G T G C C G T C C G T G A T A T T C G G C G C T A A C T C G A T C T T C G G C G C C G A C T G G G A T C C A A C A  2480PpPME_Genomic_Isolate NL 10p RH

2,420 2,440 2,460 2,480

A T G A C A C C G A A G G T G C T G A A C T G G T G C C G T C C G T G A T A T T C G G C G C T A A C T C G A T C T T C G G C G C C G A C T G G G A T C C A A C A  966PpPME_cDNA_Isolate NL 10p RH

Exon 5

A C A A C T G G T G G A A A A C A G T G A  2501PpPME_Genomic_Isolate NL 10p RH

2,500

A C A A C T G G T G G A A A A C A G T G A  987PpPME_cDNA_Isolate NL 10p RH

1
S1	Fig.	Alignment	of	genomic	DNA	and	cDNA	Pp-pme	sequences	of	Pratylenchus	penetrans	isolate	NL10p	RH.	Exons	and	

introns	are	indicated	by	green	and	red	arrows,	respec4vely.	


