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regulation of apoptolic process (BP) RNA splicing (BP) positive regulation of transcription from RNA polymerase |l promoter (BP)

viral reproduction (B P) M/G1 transition of mitotic cell cycle (BP) G1/S transition of mitotic cell cycle (BP) RNA
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from RNA polymerase Il promoter (BP) Signal transduction (BP) mitotic cell cycle (BP)

carbohydrate metabolic process (BP) nuclear mRNA splicing, via spliceosome (BP) regulation of small GTPase mediated signal
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positive regulation of cell migration (BP) nerve growth factor receptor signaling pathway (BP) endocrine pancreas
development (BP) RNA splicing (BP) @xon guidance (BP) cremotasis (5P) J€MNE expression (BP) viral

re pl'Od uction (B P) translational elongation (BP) apoptotic process (BP) negative regulation of apoptotic process (BP) positive
regulation of cell proliferation (BP) transcription from RNA polymerase Il promoter (BP) cellular protein metabolic process (BP) T
cell receptor signaling pathway (BP) insulin receptor signaling pathway (BP) transport (BP) viral transcription (BP) cell division (BP) MRNA
metabolic process (BP) G-protein coupled receptor signaling pathway (BP) protein phosphorylation (BP) viral infectious cycle
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translation (BP)
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binding (MF) heparin binding (MF) glycoprotein binding (MF)ATP binding (MF) guanyl-nucleotide exchange factor activity (MF) transcription
coactivator activity (MF) transcription factor binding (MF) protein tyrosine kinase activity (MF) binding (MF) receptor activity (MF)

protEI n bl nd I ng (M F) protein kinase activity (MF) lyase activity (MF) fransferase activity, transferring phosphorus-containing

groups (MF) RNA binding (MF) GTPase activity (MF) kinase activity (MF) oxidoreductase activity (MF) collagen binding (MF) SH2 domain binding
(MF) structural constituent of ribosome (MF) microtubule binding (MF) activin binding (MF) protein serine/threonine kinase activity (MF)

nucleotide blndlng (MF) protein domain specific binding (MF) electron carrier activity (MF) NADH dehydrogenase (ubiquinone) activity
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anaphase-promoting complex-dependent proteasomal ubiquitin-dependent protein catabolic process (BP) cellular protein
metabolic process (BP) ceil adnesion (8p) interspecies interaction between organisms (BP) small GTPase mediated
Signal transduction (BP) actin cytoskeleton organization (BP) S phase of mitotic cell cycle (BP) cell division (BP) negative

regulation of cell proliferation (BP) induction of apoptosis by extracellular signals (BP) mitotic cell CyCle (BP) blood
coagulation (BP) regulation of apoptotic process (BP) nervous system development (BP) platelst activation (87) RNA metabolic

process (BP) Signal transduction (BP) cei cycie checkpoint (57) gene expression (BP)

apOptOtIC pI'OCGSS (BP) cell differentiation (BP) G-protein coupled receptor signaling pathway (BP) viral

reproduction (BP) positive regulation of transcription, DNA-dependent (BP) protein transport (BP) DNA repair (BP) Nerve
growth factor receptor signaling pathway (BP) axon guidance (BP) G1/s transition of mitotic cell cycle (BP) MRNA
metabolic process (BP) regulation of small GTPase mediated signal transduction (BP)
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Rac guanyl-nucleotide exchange factor activity (MF) growth factor binding (MF) protein heterodimerization activity (MF) GTPase activity (MF)

ubiquitin-protein ligase activity (MF) protein kinase activity (MF) protei n blndlng (M F) nucleotide binding (MF)

GTPase activator activity (MF) actin binding (MF) structural constituent of ribosome (MF) DNA-directed RNA polymerase activity (MF) cytochrome-c
oxidase activity (MF) protein C-terminus binding (MF) transcription coactivator activity (MF) threonine-type endopeptidase activity (MF) calcium ion
binding (MF) Rho guanyl-nucleotide exchange factor activity (MF) ATP-dependent DNA helicase activity (MF) RNA polymerase Il transcription
cofactor activity (MF) guanyl-nucleotide exchange factor activity (MF) receptor activity (MF) ATP binding (MF) DNA binding (MF) signal
transducer activity (MF) protein serine/threonine/tyrosine kinase activity (MF) nucleotidyliransferase activity (MF) ribonucleoprotein complex binding
(MF) chemokine activity (MF) cytokine binding (MF) chaperone binding (MF)
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apoptotic process (BP) energy reserve metabolic process (8P) JE€NE expression (BP) fibroblast growth factor receptor

signaling pathway (BP) protein transport (BP) mitotic cell cycle (BP) transmembrane transport (BP) translation (BP) insulin receptor
signaling pathway (BP) nuclear mRNA splicing, via spliceosome (BP) negative regulation of transcription from RNA polymerase Il promoter (BP)

Signal transduction (BP)smaII GTPase mediated signal transduction (BP) transport (8P) cellular
protein metabolic process (BP) cell division (BP) viral reprod uction (BP) leukocyte migration (BP) RNA splicing

(BP) negative regulation of cell proliferation (BP) respiratory electron transport chain (BP) carbohydrate metabolic process (BP) mRNA metabolic
process (BP) nerve growth factor receptor signaling pathway (BP) transcription from RNA polymerase Il promoter (BP)
axon guidance (8P) blood coagulation (BP) regulation of small GTPase mediated signal transduction (BP) RNA
metabolic process (BP) response to drug (BP) platelet activation (BP)
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phosphatidylinositol-4,5-bisphosphate 3-kinase activity (MF) Rho guanyl-nucleotide exchange factor activity (MF) kinase activity (MF)
1-phosphatidylinositol-3-kinase activity (MF) metal ion binding (MF) phospholipid binding (MF) lipid binding (MF) RNA binding (MF) protein

transporter activity (MF) protel n blndlng (M F) nucleotide blndlng (MF) guanyl-nucleotide exchange factor

activity (MF) hydrolase activity (MF) protein complex binding (MF) DNA binding (MF) histone acetyltransferase activity (MF) signal transducer
activity (MF) phosphotransferase activity, alcohol group as acceptor (MF) GTPase activity (MF) transcription factor binding (MF) protein C-terminus
binding (MF) protein serine/threonine phosphatase activity (MF) GTPase activator activity (MF) protein kinase binding (MF) helicase activity (MF)

Rho GTPase activator activity (MF) protein N-terminus binding (MF) structural constituent of ribosome (MF) protein heterodimerization activity (MF)

translation initiation factor activity (MF) ATP binding (MF)
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immune response (BP) intracellular signal transduction (BP) negative regulation of cell proliferation (BP) nerve growth factor receptor signaling
pathway (BP) Viral reproduction (BP) transiational termination (BP) apoptotic process (BP) regulation of small
GTPase mediated signal transduction (BP) viral transcription (BP) protein phosphorylation (BP) RNA splicing (BP) cell division

(BP) protein transport (BP) translation (BP) mitotic cell cycle (8P) blood coagulation (BP)axon guidance
(BP) transport (BP) translational elongation (8P) RNA metabolic process (BP) gene eXpI’eSSion
(BP) cellular membrane organization (BP) endocrine pancreas development (BP) positive regulation of cell proliferation (BP)
cellular protein metabolic process (BP) eneray reserve metaboiic process (8P) viral infectious cycle (8P) MRNA
metabolic process (BP)small GTPase mediated signal transduction (BP) platelet activation (BP)Signal

transduction (BP)
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Rho guanyl-nucleotide exchange factor activity (MF) protein C-terminus binding (MF) GTPase activity (MF) cAMP-dependent protein kinase activity
(MF) protein domain specific binding (MF) translation factor activity, nucleic acid binding (MF) translation elongation factor activity (MF) insulin receptor

binding (MF) G-protein beta/gamma-subunit complex binding (MF) nucleotide binding (MF) cytochrome-c oxidase activity (MF) protein

heterodimerization activity (MF) prOteln blndlng (M F) translation initiation factor activity (MF) receptor activity (MF)

protein complex binding (MF) insulin-like growth factor receptor binding (MF) receptor tyrosine kinase binding (MF) protein kinase binding (MF)
structural constituent of ribosome (MF) guanyl-nucleotide exchange factor activity (MF) motor activity (MF) chemokine activity (MF) RNA

binding (MF) ATP binding (MF) GTPase activator activity (MF) interferon-gamma receptor activity (MF) triglyceride lipase activity (MF)
microtubule motor activity (MF) receptor binding (MF) NADH dehydrogenase (ubiguinone) activity (MF)
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positive regulation of transcription from RNA polymerase Il promoter (BP) Slg nal tranSdUCtion (BP) regulation of small
GTPase mediated signal transduction (8P) Fegulation of transcription, DNA-dependent (BP)innate

immune response (BP) mitotic cell cycle (BP) blood coagulation (BP) cell cycle (BP) viral transcription (BP)ViI'al

re pl'OdUCtiOﬂ (BP) carbohydrate metabolic process (BP) RNA metabolic process (BP) cell division (BP)

small GTPase mediated signal transduction (BP) inflammatory response (BP) transmembrane transport (BP) cellular
protein metabolic process (BP) interspecies interaction between organisms (BP) axon guidance (BP) immune response (BP)

endocrine pancreas development (BP) MRNA metabolic process (BP) gene expreSS|0n (BP) negative

regulation of transcription from RNA polymerase Il promoter (BP) protein phosphorylation (BP) cell adhesion (BP) translation (BP)
transcription from RNA polymerase Il promoter (BP) transcription initiation from RNA polymerase Il promoter (BP) translational termination
(BP) positive regulation of transcription, DNA-dependent (BP)
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transcription factor binding (MF) protein kinase activity (MF) structural constituent of ribosome (MF) pl'OteIn blnd | ng

(MF) structural molecule activity (MF) kinase activity (MF) DNA binding (MF) structural constituent of cytoskeleton (MF) sequence-
specific DNA binding transcription factor activity (MF) actin binding (MF) ATP binding (MF) structural constituent of muscle (MF) receptor
activity (MF) enzyme binding (MF) protein kinase binding (MF) heparin binding (MF) signal transducer activity (MF) chromatin binding (MF)

RNA binding (MF) nucleotide binding (MF) binding (MF) identical protein binding (MF) transcription coactivator activity (MF) protein
C-terminus binding (MF) GTPase activator activity (MF) transporter activity (MF) chemokine activity (MF) sugar binding (MF) protein N-terminus
binding (MF) protein tyrosine kinase activity (MF) transcription regulatory region DNA binding (MF)
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respiratory electron transport chain (BP) RNA splicing (BP) viral reprOdUCtion (BP) g ene eXp reSSion (B P)

positive regulation of transcription from RNA polymerase Il promoter (BP) transcription from RNA polymerase Il promoter (BP) nervous
system development (BP) cellular protein metabolic process (BP) nuclear mRNA splicing, via spliceosome (8P) mitotic cell
cycle (BP) transmembrane transport (BP) positive regulation of transcription, DNA-dependent (BP) protein phosphorylation (BP)
cellular component movement (BP) protein transport (BP) cell division (BP) apoptotic process (BP) cell cycle (BP) cell adhesion (BP)
interspecies interaction between organisms (BP) response to drug (BP) innate immune response (BP) RNA

metabolic process (BP) G2/M transition of mitotic cell cycle (BP) transport (BP) cellular membrane organization (BP) blood

coagulation (BP) small GTPase mediated signal transduction (BP) Signal tranSdUCtion (BP) axon guidance

(BP) negative regulation of cell proliferation (BP)
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motor activity (MF) RNA polymerase Il transcription cofactor activity (MF) transcription factor binding (MF) binding (MF) pI'Otel n

bl nd | ng (M F) transmembrane signaling receptor activity (MF) protein serine/threonine kinase activity (MF) histone binding (MF) actin
binding (MF) NADH dehydrogenase (ubiquinone) activity (MF) guanyl-nucleotide exchange factor activity (MF) transcription regulatory region DNA
binding (MF) protein transpaorter activity (MF) transcription coactivator activity (MF) cytokine receptor activity (MF) GTP binding (MF) RNA binding
(MF) protein kinase binding (MF) signal transducer activity (MF) ubiquitin protein ligase binding (MF) structural constituent of ribosome (MF)
beta-catenin binding (MF) chromatin binding (MF) receptor activity (MF) protein kinase activity (MF) nucleotide binding (MF)
extracellular matrix structural constituent (MF) ATP binding (MF) DNA binding (MF) GTPase activity (MF) transferase activity, transferring
phosphorus-containing groups (MF)
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gene eXpr’eSSIOFI (B P) G1/S transition of mitotic cell cycle (BP) axon guidance (BP) regulation of small GTPase mediated

signal transduction (BP) cell cycle checkpomt(BP)apoptOtiC process (BP) bIOOd COBgU'BtiOﬂ (BP)

rNA splicing (8P) Viral reproduction (BP) platelet activation (BP) cellular protein metabolic process (BP) nerve
growth factor receptor signaling pathway (BP) transport (BP) protein phospherylation (BP) negative regulation of transcription, DNA-

wenencent 50 Mitotic cell cycle (BP) positive regulation of transcription from RNA polymerase |l promoter (BP)
nuclear mRNA splicing, via spliceosome (BP) insulin receptor signaling pathway (BP) heart development (BP) IM ulticellular
organismal development (BP) cell division (BP) ceil difierentiation (57) cell cycle (BP) MRNA metabolic
process (BP) S phase of mitotic cell cycle (BP) DNA repair (BP) RNA metabolic process (BP) signal

transduction (BP) small GTPase mediated signal transduction (BP) transcription from RNA polymerase |l promoter (BP)

= Singular Enrichment Analysis of GO Molecular Function

ATP binding (MF) ephrin receptor binding (MF) pl’OteIn blndlng (M F) protein serine/threonine kinase activity (MF)

transferase activity (MF) protein kinase activity (MF) protein homodimerization activity (MF) chromatin binding (MF) hydrolase activity (MF)
ligase activity (MF) heme binding (MF) calcium ion binding (MF) non-membrane spanning protein tyrosine kinase activity (MF) PDZ domain binding
(MF) guanyl-nucleotide exchange factor activity (MF) kinase activity (MF) nucleotide blndlng (M F) protein kinase C binding (MF)
SH3/5H2 adaptor activity (MF) integrin binding (MF) structural constituent of ribosome (MF) enzyme binding (MF) protein tyrosine kinase activity (MF)
GTPase activity (MF) protein domain specific binding (MF) RNA binding (MF) Rho guanyl-nucleotide exchange factor activity (MF) receptor
binding (MF) signal transducer activity (MF) identical protein binding (MF) GTP binding (MF)

PVT1

BLCA

= Singular Enrichment Analysis of GO Biological Process

intracellular signal transduction (BP) regulation of small GTPase mediated signal transduction (BP) mRNA metabolic process (BP)
transport (BP) viral reproduction (BP) positive regulation of transcription from RNA polymerase Il promoter

(BP) multicellular organismal development (BP) Toll signaling pathway (BP) gene eXpI'ESS|On (BP) tol-like receptor 4
signaling pathway (8P) nuclear mRNA splicing, via spliceosome (BP) toll-like receptor 1 signaling pathway (BP) RNA metabolic
process (BP) cell division (BP) mitotic cell cycle (BP) sig nal transduction (BP) small GTPase mediated signal
transduction (BP) G-protein coupled receptor signaling pathway (BP) innate immune response (BP) nerve growth factor receptor signaling pathway
(BP) RNA splicing (BP) negative regulation of cell proliferation (BP) cell cycle (BP) apoptotic process (BP) protein phosphorylation (BP)

blood coagulation (BP) transcription from RNA polymerase Il promoter (BP) tol-ike receptor signaling pathway (BP) axon
guidance (BP) tolHike receptor 2 signaling pathway (BP) MyD88-dependent toll-iike receptor signaling pathway (BP)

= Singular Enrichment Analysis of GO Molecular Function

microtubule motor activity (MF) NUCleotide blndlng (MF)Signal transducer activity (MF) proteln bindlng

(MF) protein kinase activity (MF) protein kinase binding (MF) insulin receptor substrate binding (MF) Hsp90 protein binding (MF) RNA
polymerase Il transcription cofactor activity (MF) kinase binding (MF) protein serine/threonine kinase activity (MF) mRNA binding (MF) structural
constituent of ribosome (MF) Rho GTPase activator activity (MF) transferase activity, transferring phosphorus-containing groups (MF) ATP
blndlng (MF) protein transporter activity (MF) protein self-association (MF) NADH dehydrogenase (ubiquinone) activity (MF) GTPase activator
activity (MF) phosphatidylinositol phospholipase C activity (MF) DNA binding (MF) phospholipase binding (MF) binding (MF) protein
heterodimerization activity (MF) transcription coactivator activity (MF) metal ion binding (MF) RNA binding (MF) Rac GTPase activator
activity (MF) receptor activity (MF) MAP kinase activity (MF)



HNSC

= Singular Enrichment Analysis of GO Biological Process

cel diferentiation (57) Mitotic cell cycle (BP)nerve growth factor receptor signaling pathway (BP)
positive regulation of cell proliferation (BP) cellular protein metabolic process (BP) interspecies interaction between organisms (BP)

regulation of transcription, DNA-dependent (BP) respiratory electron transport chain (BP) mMRNA

metabolic process (BP)blood coagulation (BP)signaI transduction (BP)transport (BP)RNA
splicing (BP) transcription from RNA polymerase Il promoter (BP) G2/M transition of mitotic cell cycle (BP) regulation of small
GTPase mediated signal transduction (BP) negative regulation of transcription from RNA polymerase Il promoter
(BP) axon guidance (BP) apoptotic process (BP) intracellular signal transduction (BP) pOSitive regulation of
transcription from RNA polymerase |l promoter (BP) small GTPase mediated signal transduction

(BP) insuiin receptor signaling pathway (8P) response to hypoxia (BP) RNA metabolic process (BP) cell division (BP) gene

eXPTESSIOn (BP) nuclear mRNA splicing, via spliceosome (BP) viral reprOdUCtion (BP) multicellular
organismal development (BP) negative regulation of cell proliferation (BP)

= Singular Enrichment Analysis of GO Molecular Function

double-stranded DNA binding (MF) chromatin binding (MF) GTPase activity (MF) transferase activity, transferring phosphorus-containing groups (MF)

extracellular matrix structural constituent (MF) binding (MF) RNA binding (MF) phosphatidylinositol binding (MF) prOteln blnd | ng

(M F) guanyl-nucleotide exchange factor activity (MF) protein kinase activity (MF) structural molecule activity (MF) transcription regulatory region
DNA binding (MF) transcription factor binding (MF) ATPase activity (MF) activin binding (MF) structural constituent of nbosome (MF) NADH
dehydrogenase (ubiquinone) activity (MF) calcium ion binding (MF) phospholipid binding (MF) protein complex binding (MF) hydrolase activity (MF)
sequence-specific DNA binding (MF) sequence-specific DNA binding transcription factor activity (MF) microtubule motor activity (MF)

protein kinase C binding (MF) protein tyrosine kinase activity (MF) GTP binding (MF) nucleotide binding (MF) DNA binding (MF) ATP
binding (MF)

KIR

= Singular Enrichment Analysis of GO Biological Process

innate immune response (BP) cellular protein metabolic process (BP) positive regulation of cell proliferation (BP) RNA
splicing (BP) RNA metabolic process (BP) positive regulation of transcription from RNA polymerase Il promoter (BP) s
phase of mitolic cell cycle (8°) regulation of transcription, DNA-dependent (BP) sighal transduction (BP)
mitotic cell cycle (BP) positive regulation of transcription, DNA-dependent (BP) blood coagulation (BP) cel cycle
(BP) platelet activation (BP) nuclear mRNA splicing, via spliceosome (BP) MRNA metabolic process (BP) regulation of

apoptotic process (BP) apoptotic process (BP) respiratory electron transport chain (BP) axon guidance (BP) negative regulation of
transcription from RNA polymerase Il promoter (BP) transcription from RNA polymerase Il promoter (BP) interspecies interaction between

organisms (BP) g ene eXp reSSIOH (B P) G1/S transition of mitotic cell cycle (8P) protein phosphorylation (BP)
DNA repair (BP)translation (BP) transport (BP)ViI'aI reproduction (B P) nerve growth factor receptor signaling
pathway (BP)

= Singular Enrichment Analysis of GO Molecular Function

DNA binding (MF) growth factor binding (MF) GTPase activity (MF) protein tyrosine kinase activity (vF) NUcleotide binding (MF) ATP

binding (MF) protein C-terminus binding (MF) enzyme binding (MF) protein heterodimerization activity (MF) protein serine/threonine kinase
activity (MF) protein domain specific binding (MF) protein kinase activity (MF) fibroblast growth factor binding (MF) receptor binding (MF) hydrolase

activity (MF) heparin binding (MF) transcription coactivator activity (MF) ATPase activity (MF) prOteln blnd Ing (M F) NADH
dehydrogenase (ubiguinone) activity (MF) nucleotidyltransferase activity (MF) structural constituent of ribosome (MF) phosphatidylinositol binding
(MF) kinase activity (MF) nucleoside-triphosphatase activity (MF) GTP binding (MF) chromatin binding (MF) RNA binding (MF) structural
constituent of cytoskeleton (MF) protein homodimerization activity (MF) ion channel activity (MF)



Kl

o

= Singular Enrichment Analysis of GO Biological Process

nuclear mRNA splicing, via spliceosome (BP) translation (BP) interspecies interaction between organisms (BP) respiratory electron
transport chain (BP) transmembrane transport (BP) axon guidance (BP) positive regulation of transcription from RNA polymerase ||

promoter (BP) innate immune response (BP) mRNA metabolic process (BP) synaptic transmission (BP) negative regulation of apoptotic
process (BP) transcription from RNA polymerase Il promoter (BP) transport (BP) viral infectious cycle (BP) gen e

expreSSion (BP) ion transport (BP) blood coagulation (BP) viral reproduction (BP) inflammatory response (8P)

RNA splicing (BP) carbohydrate metabolic process (BP) RNA metabolic process (BP) regulation of transcription,
DNA-dependent (BP) regulation of small GTPase mediated signal transduction (BP) small GTPase mediated signal

transduction (BP) Signal transduction (BP) mitotic cell cycle (BP) cellular nitrogen compound metabolic process (BP)
positive regulation of transcription, DNA-dependent (BP) cellular protein metabolic process (BP) platelet activation (BP)

= Singular Enrichment Analysis of GO Molecular Function

RNA polymerase Il transcription cofactor activity (MF) structural constituent of ribosome (MF) transcription coactivator activity (MF) protein

domain specific binding (MF) RNA binding (MF) GTPase activator activity (MF) protein kinase activity (MF) ATP binding (MF) hydrolase
activity, acting on acid anhydrides, catalyzing transmembrane movement of substances (MF) 4 iron, 4 sulfur cluster binding (MF) histone
acetyltransferase activity (MF) phosphatidylinositol phospholipase C activity (MF) cysteine-type endopeptidase inhibitor activity involved in apoptotic
process (MF) magnesium ion binding (MF) hydrolase activity (MF) oxidoreductase activity (MF) inward rectifier potassium channel activity (MF)

protel n bl nd I ng (M F) proton-transporting ATPase activity, rotational mechanism (MF) NADH dehydrogenase (ubiquinone)

activity (MF) NAD binding (MF) translation initiation factor activity (vF) hUcleotide binding (MF) metal ion binding (MF) protein
heterodimerization activity (MF) hydrogen ion transporting ATP synthase activity, rotational mechanism (MF) SMAD binding (MF) protein
serine/threonine kinase activity (MF) ligand-dependent nuclear receptor transcription coactivator activity (MF) Rho GTPase activator activity (MF)
protein homodimerization activity (MF)

LIHC

= Singular Enrichment Analysis of GO Biological Process

RNA splicing (BP) viral I'epI'OdUCtion (BP)Cell division (BP) cell cycle (BP) positive regulation of transcription,

DNA-dependent (BP) blood coagulation (BP) DNA replication (BP) viral franscription (BP) nerve growth factor receptor signaling
pathway (BP) cellular membrane organization (BP) positive regulation of transcription from RNA polymerase |l promoter (BP)

regulation of transcription, DNA-dependent (BP) mRNA metabolic process (BP) protein
phosphorylation (BP) transcription from RNA polymerase Il promoter (BP) RNA metabolic process (BP) protein
transport (BP) viral infectious cycle (BP) translation (BP) negative regulation of transcription, DNA-dependent (BP) apoptotic process

(BP) nuclear mRNA splicing, via spliceosome (BP) cell cycle checkpoint (BP) axon guidance (BP) DNA repair (BP) mitotic cell

cycle (BP)interspecies interaction between organisms (8P)gJene expression (BP)..c.-
(BP) G2/M transition of mitotic cell cycle (BP) cellular protein metabolic process (BP)

= Singular Enrichment Analysis of GO Molecular Function

kinase activity (MF) ubiquitin-protein ligase activity (MF) transcription cofactor activity (MF) RNA polymerase Il transcription cofactor activity (MF)

helicase activity (MF) prOteln blnd |ng (M F) transcription factor binding (MF) transcription coactivator activity (MF) protein

N-terminus binding (MF) GTPase activity (MF) protein kinase binding (MF) RNA binding (MF) double-stranded DNA binding (MF) DNA binding
(MF) ATP binding (M F) structural constituent of nbosome (MF) ligand-dependent nuclear receptor transcription coactivator activity (MF)
transferase activity, transferring phosphorus-containing groups (MF) SH3 domain binding (MF) hydrolase activity (MF) protein serine/threonine
kinase activity (MF) translation initiation factor activity (MF) GTPase activator activity (MF) transcription regulatory region DNA binding (MF) GTP
binding (MF) identical protein binding (MF) protein kinase activity (MF) NUcleotide binding (MF) chromatin binding (MF) binding (MF)
protein C-terminus binding (MF)



LUAD

= Singular Enrichment Analysis of GO Biological Process

regulation of ubiquitin-protein ligase activity involved in mitotic cell cycle (BP) positive regulation of transcription, DNA-dependent
(BP) G-protein coupled receptor signaling pathway (BP) small GTPase mediated signal transduction (BP) positive

regulation of transcription from RNA polymerase Il promoter (BP) intracellular signal transduction (BP) platelet activation (BP) mItOtIC

Ce" CyCIG (BP) nerve growth factor receptor signaling pathway (BP) cellular protein metabolic process (BP)
cell division (BP) RNA metabolic process (BP) S phase of mitotic cell cycle (BP) negative regulation of ubiquitin-protein ligase
activity involved in mitotic cell cycle (BP) MRNA metabolic process (BP) transport (BP) translation (BP) M phase of
mitotic cell cycle (BP) anaphase-promoting complex-dependent proteasomal ubiquitin-dependent protein catabolic
process (BP) G1/S transition of mitotic cell cycle (BP) blood coagulation (BP)SlgnaI transduction

(BP) cell cycle checkpoint (BP) protein phosphorylation (BP) positive regulation of ubiquitin-protein ligase activity involved
in mitotic cell cycle (BP) viral reproduction (BP) apoptotic process (BP) regulation of small GTPase mediated signal transduction
(BP) response to hypoxia (BP) mitotic prometaphase (BP) gene expression (BP)

= Singular Enrichment Analysis of GO Molecular Function

translation initiation factor activity (MF) hydrolase activity (MF) lipid binding (MF) nucleotide blndlng (MF) Rho guanyl-nucleotide

exchange factor activity (MF) chemokine activity (MF) receptor activity (MF) protein kinase activity (MF) structural constituent of ribosome
(MF) protein kinase binding (MF) transmembrane receptor protein serine/threonine kinase activity (MF) protein serine/threonine kinase activity

(MF) phosphoric ester hydrolase activity (MF) calmodulin binding (MF) ATP binding (MF) transferase activity, transferring phosphorus-containing
groups (MF) SMAD binding (MF) G-protein coupled receptor activity (MF) phosphatidylinositol binding (MF) protel n bind Ing

(M F) nucleotidyltransferase activity (MF) RNA binding (MF) ubiquinol-cytochrome-c reductase activity (MF) heme binding (MF) Signal

transducer activity (MF) protein heterodimerization activity (MF) cytokine activity (MF) ubiquitin-protein ligase activity (MF) guanyl-nucleotide
exchange factor activity (MF) lipopolysaccharide binding (MF) acid-amino acid ligase activity (MF)

LUSC

= Singular Enrichment Analysis of GO Biological Process

transport (BP) translational termination (BP) G2/M transition of mitotic cell cycle (BP) transmembrane transport (BP) mitotic prometaphase
(BP)SignaI tran SdUCtIOﬂ (BP) M phase of mitotic cell cycle (BP) blood coagulation (BP) nucleotide-excision repair

=) RNA metabolic process (BP)viral reproduction (BP) asopwic process 0) positive regulation of
transcription from RNA polymerase |l promoter (BP) DNA repair (BP) S phase of mitotic cell cycle (BP) protein
phosphorylation (BP) interspecies interaction between organisms (BP) axon guidance (BP) nuclear mRNA splicing, via spliceosome
(P)MRNA metabolic process (BP)cellular protein metabolic process (BP) cell division (8P) translation (BP)
transcription from RNA polymerase Il promoter (BP) G1/s transition of mitotic cell cycle (BP) negative regulation of transcription

from RNA polymerase |1 promoter (8F) Fegulation of transcription, DNA-dependent (BP)gene
eXpreSSIOn (BP) RNA splicing (BP) mItOtIC Ce” Cy0|e (BP) translational elongation (BP)

= Singular Enrichment Analysis of GO Molecular Function

catalytic activity (MF) metal ion binding (MF) heparin binding (MF) proton-transporting ATPase activity, rotational mechanism (MF) protein kinase
activity (MF) signal transducer activity (MF) structural constituent of ribosome (MF) DNA-directed RNA polymerase activity (MF) zinc ion binding
(MPF) extracellular matrix structural constituent (MF) enzyme binding (MF) unfolded protein binding (MF) ATPase activity (MF) RNA binding (MF)
chromatin binding (MF) protein C-terminus binding (MF) hydrolase activity (MF) GTPase activator activity (MF) protein kinase binding (MF)

protein homodimerization activity (MF) siructural motecute actnty i) PFOtEIN DINAING (MF ) nucleotide binding

(MF) ligase activity (MF) integrin binding (MF) sequence-specific DNA binding transcription factor activity (MF) DNA binding (MF)
ubiquitin-protein ligase activity (MF) protein domain specific binding (MF)ATP binding (MF} receptor binding (MF)



PRAD

= Singular Enrichment Analysis of GO Biological Process

regulation of transcription, DNA-dependent (BP) axon guidance (BP) protein transport (BP) transmembrane
transport (BP) innate immune response (BP) positive regulation of transcription, DNA-dependent (BP) positive regulation of transcription from
RNA polymerase Il promoter (BP) interspecies interaction between organisms (BP) RNA metabolic process (BP) protein
phosphorylation (BP) nerve growth factor receptor signaling pathway (BP) cellular protein metabolic process (BP) translation
(BP) carbohydrate metabolic process (BP) platelet activation (BP) blood coagulation (BP) intracellular signal transduction (BP) viral

transcription (BP) translational elongation (BP) regulation of small GTPase mediated signal transduction (BP) gene

eXpI’eSSIOH (BP) viral infectious cycle (BP) negative regulation of cell proliferation (BP) MRNA metabolic process
(BP) mitotic cell cycle (BP) endocrine pancreas development (BP) Toll signaling pathway (BP) viral reproduction (BP)

apoptotic process (Bp)signal transduction (BP)smaII GTPase mediated signal
transduction (BP)

= Singular Enrichment Analysis of GO Molecular Function

G-protein beta/gamma-subunit complex binding (MF) ligase activity (MF) RNA binding (MF) ubiquitin-protein ligase activity (MF) ATPase activity

(MF) transferase activity (MF) pl’OteIn bl ndlng (MF) protein kinase activity (MF) protein serine/threonine kinase

activity (MF) GTP binding (MF) identical protein binding (MF) transcription coactivator activity (MF) transferase activity, transferring phosphorus-
containing groups (MF) structural constituent of ribosome (MF) chromatin binding (MF) hydrogen ion transporting ATP synthase activity, rotational
mechanism (MF) proton-transporting ATPase activity, rotational mechanism (MF) flavin adenine dinucleotide binding (MF) histone acetyltransferase

activity (MF) protein N-terminus binding (MF)ATP binding (MF)GTPase activator activity (MF) transferase activity, transferring acyl groups

(MF) nucleotide blndlng (MF) protein heterodimerization activity (MF) guanyl-nucleotide exchange factor activity (MF) RNA polymerase
Il transcription cofactor activity (MF) metal ion binding (MF) GTPase activity (MF) structural molecule activity (MF) hydrolase activity (MF)

SNHG11
BLCA

= Singular Enrichment Analysis of GO Biological Process

intracellular signal transduction (BP) MRNA metabolic process (BP) reguiation of apopiotic process (87) Mitotic
cell cycle (BP)G1/s transition of mitotic cell cycle (8P) signal transduction (BP) tanscription from

RNA polymerase Il promoter (BP) gene expression (BP)RNA metabolic process (BP) cell proliferation
(BP)M/G1 transition of mitotic cell cycle (BP) insulin receptor signaling pathway (BP) RNA splicing (BP) transcription elongation from RNA
polymerase Il promoter (BP) protein phosphorylation (BP) translation (BP) immune response (BP) cellular protein metabolic
process (BP) S phase of mitotic cell cycle (BP) nuclear mRNA splicing, via spliceosome (BP) cell cycle (BP) negative regulation of
transcription, DNA-dependent (BP) negative regulation of cell proliferation (BP) viral infectious cycle (BP) cell cycle checkpoint (BP)

viral reprod uction (BP) cell adhesion (EP) @apoptotic process (BP)interspecies interaction
between organisms (BP) axon guidance (BP)blood coagulation (BP)

= Singular Enrichment Analysis of GO Molecular Function

nucleoside-triphosphatase activity (MF) GTPase activity (MF) glucuronosyl-N-acetylgalactosaminyl-proteoglycan 4-beta-
N-acetylgalactosaminyltransferase activity (MF) receptor activity (MF) transferase activity (MF) GTP binding (MF) metal ion binding (MF)
3',5"-cyclic-AMP phosphodiesterase activity (MF) protein kinase activity (MF) extracellular matrix structural constituent (MF) damaged DNA binding
(MF) binding (MF) phosphoric diester hydrolase activity (MF) calcium ion binding (MF) kinase activity (MF) hydrolase activity (MF) protein
serine/threonine kinase activity (MF) transmembrane signaling receptor activity (MF) protein kinase binding (MF) DNA binding (MF) structural
constituent of ribosome (MF) eukaryotic cell surface binding (MF) transferase activity, transferring hexosyl groups (MF) collagen binding (MF)

transferase activity, transferring phosphorus-containing groups (MF) proteln blnd Ing (M F) ATP binding (M F) catalytic
activity (MF) hucleotide binding (MF) NADH dehydrogenase (ubiquinone) activity (MF) RNA binding (MF)



HNSC

= Singular Enrichment Analysis of GO Biological Process

cellular protein metabolic process (BP) cell cycle (8P) blood coagulation (BP) viral transcription (BP) inflammatory response (BP)
induction of apoptosis by extracellular signals (BP) RNA metabolic process (BP) nervous system development (BP) intracellular signal

transduction (BP) Mitotic cell cycle (BP) axon guidance (BP) cell adhesion (8P) regulation of apoptotic process (BF) nerve

growth factor receptor signaling pathway (BP) small GTPase mediated signal transduction (BP) transiational
termination (BP) interspecies interaction between organisms (BP) transport (BP) endocrine pancreas development (BP) protein phosphorylation (BP)

positive regulation of transcription from RNA polymerase Il promoter (BP) Sig nai ti'a nSd UCiIOﬂ (BP) gene
expression (BP) immune response (p) translation (8P) mRNA metabolic process (BP) regulation of small GTPase

mediated signal transduction (BP) viral reproduction (BP) protein transport (8P) apoptotic process (BP)
platelet activation (BP)

= Singular Enrichment Analysis of GO Molecular Function

transcription corepressor activity (MF) kinase activity (MF) protein N-terminus binding (MF) receptor activity (MF) histone acetyltransferase
activity (MF) transferase activity (MF) Rho guanyl-nucleotide exchange factor activity (MF) chromatin binding (MF) protein kinase C binding (MF)
GTP binding (MF) protein kinase activity (MF) insulin receptor binding (MF) RNA binding (MF) protein domain specific binding (MF) ubiquitin

protein ligase binding (MF) transferase activity, transferring phosphorus-containing groups (MF) DNA binding (MF) histone deacetylase binding
(MF) structural constituent of ribosome (MF) microtubule binding (MF) guanyl-nucleotide exchange factor activity (MF) GTPase activator activity

(MF) integrin binding (MF) Nucleotide binding (MF) GTPase activity (MF) transmembrane signaling receptor activity (MF) ATP binding

(MF) protein bind ing (M F) flavin adenine dinucleotide binding (MF) protein phosphatase binding (MF) transcription

coactivator activity (MF)

KICH

= Singular Enrichment Analysis of GO Biological Process

small GTPase mediated signal transduction (BP) axon gudance sp) viral reproduction (BP) nervous system
aevelopment (5P) regulation of small GTPase mediated signal transduction (BP) negative regulation of
transcription, DNA-dependent (BP) nuclear mRNA splicing, via spliceosome (P) NEgative regulation of transcription from
RNA polymerase |l promoter (BP) positive regulation of transcription from RNA polymerase
promoter (BP) mRNA metabolic process (BP) mitotic cell cycle (BP) RNA metabolic process (BP) transport (BP) response to

virus (BP) embryo development (BP) gene eXpreSSiOi'I (BP) blood coagulation (BP) viral infectious cycle (BP) interspecies
interaction between organisms (BP) transcription from RNA polymerase 1l promoter (BP) protein phosphorylation (BP)
cellular protein metabolic process (BP) innate immune response (BP) response to drug (BP) negative regulation of cell proliferation (BP)

intracellular signal ransduction (BP) apoptotic process (BP) Si g nai tranSd UCiIIOﬂ (B P) RNA splicing

(8P) positive regulation of transcription, DNA-dependent (BP) G-protein coupled receptor signaling pathway (BP)

= Singular Enrichment Analysis of GO Molecular Function

receptor binding (MF) Rho GTPase activator activity (MF) transcription regulatory region DNA binding (MF) DNA binding (Mi:) transferase
activity, transferring acyl groups (MF) receptor activity (MF) double-stranded DNA binding (MF) protein homodimerization activity (MF)

transcription factor binding (MF) protein kinase binding (MF) pi'OteIn binding (MF) protein kinase activity (MF) signal

transducer activity (MF) transferase activity (MF) ATP binding (MF) enzyme binding (MF) identical protein binding (MF) structural
constituent of ribosome (MF) G-protein coupled receptor activity (MF) protein complex binding (MF) transcription coactivator activity (MF) ubiquitin
protein ligase binding (MF) DNA-directed RNA polymerase activity (MF) kinase activity (MF) protein heterodimerization activity (MF)
transferase activity, transferring phosphorus-containing groups (MF) GTPase activator activity (MF) sequence-specific DNA binding

transcription factor activity (MF) RNA binding (MF) beta-catenin binding (MF) nucleotide binding (MF)



KIRC

= Singular Enrichment Analysis of GO Biological Process

regulation of transcription, DNA-dependent (BP) positive regulation of transcription from RNA
polymerase Il promoter (BP) apoptotic process (BP)innate immune response (BP) protein phosphorylation (BP) blood
coagulation (BP) nuclear mRNA splicing, via spliceosome (BP) DNA repair (BP) mitotic cell cycle (B P)tol\-hke receptor

signaling pathway (BP) cell division (BP) intracellular signal transduction (BP) transport (BP) gene eXpI'eSSion (BP)
Slgnal tra nSdUCtlon (B P) cell cycle (BP) regulation of transcription from RNA polymerase Il promoter (BP)

transcription from RNA polymerase |l promoter (BP) protein transport (BP) translation (BP) regulation of small GTPase mediated signal
transduction (BP) small GTPase mediated signal transduction (BP) axon guidance (BP) RNA splicing (BP) viral reprOdUCtion (BP)
synaptic transmission (BP) MRNA metabolic process (BP) cellular protein metabolic process (BP) nerve growth factor receptor
signaling pathway (BP) negative regulation of cell proliferation (BP) RNA metabolic process (BP)

= Singular Enrichment Analysis of GO Molecular Function

DNA-directed RNA polymerase activity (MF) protein serine/threonine kinase activity (MF) guanyl-nucleotide exchange factor activity (MF)
translation initiation factor activity (MF) RNA polymerase |l core promoter proximal region sequence-specific DNA binding (MF ) transmembrane

signaling receptor activity (MF) netrin receptor activity (MF) DNA binding (MF) NADH dehydrogenase (ubiquinone) activity (MF) protel n

blnd | ng (M F) damaged DNA binding (MF) protein kinase activity (MF) structural constituent of ribosome (MF) receptor activity
(MF) transferase activity, transferring phosphorus-containing groups (MF) protein kinase binding (MF) protein domain specific binding (MF)

ATP binding (MF) RNA binding (MF) transcription coactivator activity (MF) protein tyrosine kinase activity (MF) protein phosphatase
binding (MF) translation elongation factor activity (MF) protein homodimerization activity (MF) RNA polymerase |l transcription cofactor activity (MF)

microtubule binding (MF) protein binding transcription factor activity (MF) nucleotide binding (MF) protein C-terminus binding (MF) signal
transducer activity (MF) magnesium ion binding (MF)

KIRP

= Singular Enrichment Analysis of GO Biological Process

blood coagulation (BP) G1/s transition of mitotic cell cycle (BP) gene expression (BP) regulation of ubiquitin-
protein ligase activity involved in mitotic cell cycle (BP) RNA metabolic process (BP) S phase of mitotic cell cycle (BP)
axon guidance (BP) intracellular signal transduction (BP) nucleotide-excision repair (8P) protein phosphorylation (BP) negative

regulation of ubiguitin-protein ligase activity involved in mitotic cell cycle (8P) Cell cycle checkpoint (BP) DNA repair (BP) VI ral
reprod uction (BP) positive regulation of transcription, DNA-dependent (BP) small GTPase mediated signal transduction
(BP) positive regulation of ubiquitin-protein ligase activity involved in mitotic cell cycle (BP) protein polyubiquitination (BP)

regulation of transcription, DNA-dependent (BP) positive reguiation of cell proliferation (8P)
nerve growth factor receptor signaling pathway (BP) interspecies interaction between organisms (BP) mitotic cell

CyCIe (BP)anaphase—promoting complex-dependent proteasomal ubiquitin-dependent protein catabolic process

(BP) mriA metzbolis process (5P) SigNal transduction (BP)apoptotic process (BP) transcription

from RNA polymerase |l promoter (BP) M/G1 transition of mitotic cell cycle (BP) cell division (BP) cellular nitrogen compound
metabolic process (BP)

= Singular Enrichment Analysis of GO Molecular Function

Rho GTPase activator activity (MF) binding (MF) transferase activity, transferring phosphorus-containing groups (MF) beta-catenin binding (MF)

translation initiation factor activity (MF) Nucleotide binding (MF) ATP binding (MF) protein domain specific binding (MF) NADH
dehydrogenase (ubiquinone) activity (MF) protein C-terminus binding (MF) growth factor activity (MF) ubiquitin-protein ligase activity (MF) protein
phosphatase binding (MF) GTPase activator activity (MF) protein complex binding (MF) ubiquitin protein ligase binding (MF) ATPase activity (MF)
damaged DNA binding (MF) protein tyrosine kinase activity (MF) metal ion binding (MF) protein transporter activity (MF) DNA binding (MF)
nucleoside-triphosphatase activity (MF) threonine-type endopeptidase activity (MF) protein kinase binding (MF) protein serine/threonine kinase

activity (MF) SH2 domain binding (MF) kinase activity (MF) proteln bind Ing (M F) protein kinase activity (MF) peptidase
activity (MF)



LUAD

= Singular Enrichment Analysis of GO Biological Process

cellular protein metabolic process (BP) gene expreSSion (BP) platelet activation (BP) interspecies interaction between

organisms (8P) nerve growth factor receptor signaling pathway (BP) innate immune response (BP) intracellular
signal transduction (BP) cell adhesion (BP) protein phosphorylation (BP) RNA splicing (BP) small GTPase mediated signal transduction (BP)
insulin receptor signaling pathway (BP) RNA metabalic process (BP) blood coagulation (BP) positive regulation of

transcription from RNA polymerase |l promoter (BP) cell division (BP) Si g nal transduction (B P)

positive regulation of cell proliferation (BP) apoptotic process (BP) mitotic cell cycle (BP) nuclear mRNA splicing, via spliceosome
(BP) positive regulation of transcription, DNA-dependent (BP) transmembrane transport (BP) DNA repair (BP) cell cycle (BP) multicellular
organismal development (BP) response to drug (BP) regulation of small GTPase mediated signal transduction (BP) fibroblast growth factor receptor
signaling pathway (BP) transcription from RNA polymerase Il promoter (BP) viral reproduction (BP)

= Singular Enrichment Analysis of GO Molecular Function

transcription regulatory region DNA binding (MF) magnesium ion binding (MF) RNA binding (MF) growth factor activity (MF) guanyl-nucleotide
exchange factor activity (MF) lipid binding (MF) serine-type endopeptidase inhibitor activity (MF) structural molecule activity (MF) transferase activity,

transferring glycosyl groups (MF) nucleotide binding (MF) transferase activity (MF) metal ion binding (M F) chromatin binding (MF)

structural constituent of ribosome (MF) receptor activity (MF) ATP binding (MF) receptor binding (MF) binding (MF) GTPase activity (MF)
GTPase activator activity (MF) ubiquitin-protein ligase activity (MF) enzyme binding (MF) protein heterodimerization activity (MF) GTP binding (MF)

protein tyrosine kinase activity (MF) identical protein binding (MF) protein kinase activity (MF) heparin binding (MF) prOtel n

bl nd | ng (M F) signal transducer activity (MF) receptor signaling protein activity (MF)

LUSC

= Singular Enrichment Analysis of GO Biological Process

mRNA metabolic process (BP)regulation of transcription, DNA-dependent (BP) cell division

(BP) translational termination (BP) viral infectious cycle (5P) JE€NE €XP ression (BP) G-protein coupled

receptor signaling pathway (BP) nerve growth factor receptor signaling pathway (BP) RNA splicing (BP) cellular protein
metabolic process (BP) transmembrane transport (BP) protein transport (BP) interspecies interaction between organisms

(BP) transcription from RNA polymerase Il promoter (BP)small GTPase mediated signal transduction (BP) RNA
metabolic process (BP) Slg nal tranSdUCtlon (BP) regulation of small GTPase mediated signal

transduction (BP) blood coagulation (BP) viral transcription (BP) apoptotic process (BP) translational elongation (BP)V|raI
reprOd UCtIOﬂ (BP) mitotic cell cycle (BP) anti-apoptosis (BP) response to hypoxia (BP) transport (BP) translation

(BP) insulin receptor signaling pathway (BP) cell cycle (BP) endocrine pancreas development (BP)

= Singular Enrichment Analysis of GO Molecular Function

GTPase activator activity (MF) structural constituent of ribosome (MF) ATPase activity (MF) protein heterodimerization activity (MF) ubiquitin-

protein ligase activity (MF) ATP binding (MF) protein serine/threonine kinase activity (MF) prOteln blndlng (M F)

receptor activity (MF) protein kinase activity (MF) hydrolase activity (MF) GTP binding (MF) ubiquitin protein ligase binding (MF) lipid binding
(MF) transcription factor binding (MF) protein kinase binding (MF) enzyme binding (MF) translation initiation factor activity (MF) nucleotide binding
(MF) RNA binding (MF) Rho guanyl-nucleotide exchange factor activity (MF) franscription coactivator activity (MF) GTPase activity (MF) signal

transducer activity (MF) G-protein coupled receptor activity (MF) ligase activity (MF) protein homodimerization activity (MF) magnesium ion
binding (MF) guanyl-nucleotide exchange factor activity (MF) identical protein binding (MF) growth factor activity (MF)



PRAD

= Singular Enrichment Analysis of GO Biological Process

transcription from RNA polymerase Il promoter (BP) mitotic cell CyC|e (BP)transcription-coupled
nucleotide-excision repair (8P) dpoptotic process (BP)DNA repair (BP) protein phosphorylation (2P) positive
regulation of transcription from RNA polymerase |l promoter (BP) cellular protein metabolic process (BP)
induction of apoptosis by extracellular signals (BP) NUclear mMRNA splicing, via spliceosome (BP) S phase of mitotic cell
cycle (BP) cell division (BP) blood coagulation (BP) RNA metabolic process (BP)insu\in receptor signaling pathway (BP)

mRNA metabolic process (BP) small GTPase mediated signal transduction (BP) RNA splicing (BP) transmembrane transport
(BP) carbohydrate metabolic process (BP) cell proliferation (BP) transport (BP) nuclectide-excision repair (BP) nerve growth

factor receptor signaling pathway (BP) post-transiational protein modification (5P) Viral reproduction (BP)

signal transduction (BP)gene expression (BP) st poiyusiquiination =p) cell cycle
checkpoint (BP) G1/S transition of mitotic cell cycle (BP)

= Singular Enrichment Analysis of GO Molecular Function

microtubule motor activity (MF) chromatin binding (MF) protein kinase activity (MF) transferase activity (MF) protein serine/threonine kinase

activity (MF) GTP binding (MF) RNA binding (MF) proteln bind Ing (M F) PDZ domain binding (MF) signal transducer
activity (MF) DNA-directed DNA polymerase activity (MF) protein homodimerization activity (MF) ATP binding (M F) phosphatidylinositol

phosphalipase C activity (MF) electron carrier activity (MF) kinase activity (MF) nucleotide blndlng (MF) metal ion blndlng

(MF) GTPase activator activity (MF) peptidase activity (MF) NADH dehydrogenase (ubiquinone) activity (MF) peptide binding (MF) hydrolase
activity, acting on glycosyl bonds (MF) hydrolase activity (MF) endopeptidase activity (MF) protein N-terminus binding (MF) threanine-type
endopeptidase activity (MF) magnesium ion binding (MF) DNA binding (MF) protein kinase binding (MF) GTPase activity (MF)



