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Supplemental	Figure	1:		MS/MS	spectra	acquired	by	Orbitrap	Lumos	LC-MS	for	three	peptide	markers.	



Supplemental	Figure	2a:		LC-MS	chromatograms	of	DTFPQLAK	for	the	five	mcr-1-containing	isolates	(P1-P5)	and	two	negative	controls	(N1	and	N2)	used	in	
assay	development.	
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Supplemental	Figure	2b:	LC-MS	chromatograms	of	SVPAFFWTDK	for	the	five	mcr-1-containing	isolates	(P1-P5)	and	two	negative	controls	(N1	
and	N2)	used	in	assay	development.	



Supplemental	Figure	2c:	LC-MS	chromatograms	of	ADHVSFNGYER	for	the	five	mcr-1-containing	isolates	(P1-P5)	and	two	negative	controls	(N1	
and	N2)	used	in	assay	development.	
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Supplemental	Figure	3:	For	mcr-1-containing	isolate	P5	used	in	assay	development,	distortion	
in	the	y3	transition,	likely	due	to	interference,	as	well	as	a	fully	interfering	transition	(y6)	were	
observed.	Left:	original	LC-MS	chromatogram;	Right:	LC-MS	chromatogram	after	removal	of	
the	interfering	transition	y6.	
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Supplemental	Figure	4:		Left panel	shows	peak	intensity	variation	during	the	first	49-sample	and	50	no-matrix	blank	runs.	Right	panel	shows	retention	time	
variation	during	the	first	49-sample	and	50	no-matrix	blank	runs.	The	no-matrix	blank	run	contained	labelled	peptides	only	were	run	between	the	samples	
and	were	used	to	monitor	instrument	performance.	Strong	matrix	effect	was	observed	for	SVPAFFWTDK*	
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Supplemental	Figure	5:	y6	interferences	were	observed	in	native	ADHVSFNGYER	peptide.	Removal	of	the	y6	transition	increased	the	rdotp	
value	for	mcr-1-containing	isolates.	Ratios	are	given	as	rdopt/R	ratio.	
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