. Aphyllorchis_gollanii

. Aphyllorchis_montana

. Brachycorythis_henryi

. Cattleya_crispata

. Cephalanthera_humilis

. Cephalanthera_longifolia

. Corallorhiza_bulbosa

. Corallorhiza_mertensiana
. Corallorhiza_trifida

0. Corymborkis_veratrifolia
1. Cymbidium_aloifolium

2. Cymbidium_macrorhizon
3. Cypripedium_formosanum

14. Cypripedium_japonicum

5. Dactylorhiza_viride

6. Elleanthus_sodiroi

7. Epipactis_mairei

8. Epipactis_veratrifolia
9. Erycina_pusilla

0. Eulophia_nuda

1. Goodyera_fumata

2. Masdevallia_picturata
3. Neottia_acuminata

24. Neottia_nidus_avis

5. Neottia_ovata

6. Nervilia_aragoana

7. Paphiopedilum_armeniacum
8. Phragmipedium_longifolium
9. Platanthera_minor

0. Sobralia_callosa

1. Spiranthes_sinensis

2. Thaia_saprophytica

3. Cryptostylis_arachnites

34. Cheirostylis_yunnanensis

3
3
3
4

5. Neottia_listeroides

6. Rhizanthella_gardneri
7. Vanilla_aphylla

8. Vanilla_planifolia

9. Neuwiedia_veratrifolia
0. Apostasia_odorata
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TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCARAT ClMEE@NNENIGAT CTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClMEEE@NNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCEIATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEATClMEEENNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATIECATCCTTCGGAACCABATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATICATCCTTCGGAACCARAT ClMEE@NNENIGAT CTGGTTCCGAAGGATHEACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATICATCCETCGGAACCAEAT ClMA@@NNENIGAT CTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClME@@NNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCALIATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCIAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAIATCACATCCCGGATCTGGT TCCIAAGGAT GAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClME@@NNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCARAT ClMEE@NNENIGATIA TGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClME@@NNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCAEAT ClMEIElE/NEERIGA TIR TGGT TCCGAAGGAT GAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCAEATClMEAEENNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCRTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCAIATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAIATAATTACGTATTTARAAAATACCGTCTCAATTCATCCETAAGAACCABATCATIATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACHITATTTARAAAATACCGTIRTCAATTCATCCTTCGGAACCARAT ClMEIE@NNEIRIA T CTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTABAAAATACCGTCTCAATTCATCCMTCGGAACCAIATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATBACGTATTTACAAAATACCGTCTCAATTCATCCETCGGAACCAEAT ClMEEENNERIGA TIR TGG T TCCGAEGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCIAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCALIATCACATCCCGGATCTGGTTCCIAAGGAT GAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClME@@NNENIGATIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCARAT ClMEE@NNENIGA TIRTGG T TCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATC- - - CGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGATAATTACGTATTTACAABATACCGTCTCAATTCATCCTTCGGAACCAATCACATCCCGGATCTGGTTCCGAAGGATGAACC
TATATTCAAGAAATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAEAT ClMEE@NREMIGATIRT -~ -~~~ -~ —--------~

TATATTCAAGATAATTACGTATTTACAAAATACCRTCTCAATTCATCCTTCGGAACCAIATIAACATCCCG--~-~-—--~-- CCGAAGGATGAACC
TATATTCAAGATAATTAAIITATTTARAAAATACCGTCTCAATTCATCCTTCGGAACCABAT - == === - - - ———-——-————--—-———————— -
TATATTCAARATAATTACGTATTTACAIBAATACCGTCTCIEATTCATCCTE@CGGAACCIIATCACATC--=—= - - === ——--——-=-=-———-—-—--— CcC

TATATTCAAGATIEATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCADIATCACATCCCG--=-=-=-=———=—-=-=-=--—-—-—-—-----
TATATTCAAGATIEATTACGTATTTACAAAATACCGTCTCAATTCATCCTTCGGAACCAIATCACATCCCG--=-=-=--—--=---=-=----—------

TATATTCAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCMTCGGAACCAIATCACATCCCGGATCTGGTTCCGAAGGATGAECC

1,940 1,950 1,960 1,970 1,980 1,990

------ GGACAGTTCCAATAAGATTTCATTCTTIIAACAAAAATCCATTTTTT
------ GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
—————— GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
—————— GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTIMGAACAAAAATCCATTMETTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTMETTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATIACATTETTT
GGATATARAACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAJETCCAATAAGATTTCATTCTTGAACAAEAATCCATTTTTT
GGATATGGACAJETCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
—————— GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
------ GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAJETCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAJETCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATIACATTTTTT

2,000 2,010
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
BATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
DATTTCTTTCATCTATTCC
DATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTIKC
DATTTCTTTCATCTATTCC

GGATABGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTT T/ MMMEEGATTTCTTTCATCTATTCC

—————— RGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCHATTTTTT

—————— GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAEATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATETTTT
—————— GGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATIACATTTTTT
---------- AGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT
GGATATGAECAGTTCCAATAAGATTTCATTCTTIHAACAAAAANGACIETTETTT

GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATIECC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
GATTTCTTTCATCTATTCC
DATTTRTTTCATCTATTCC
GATTTCTTTCATCTATTCC
IETTTCTTTCATCTATTIIC

-GATATGGACAGTTCCEETAAGATTTCATTCTTII-M@CAAAAANICIE TIelelele T/-V-Nelelalen) A T[@@C - - - C@ TN TE T TCC
-GATATGGACAGTTCCETAAGATTTCATTCTTI-ECAAAAARNICIE T{lelele T7-Velelalel] A T[eaC - - - C@ TR TEE T TCC
TATATTEAAGATAATTACGTATTTACAAAATACCGTCTCAATTCATCCETCGGAACCAIATCACATCCCGGATCTGGTTCCGAAGGATGAAC (IHNFNIGGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT

GGATATGGACAGTTCCAATAAGATTTCATTCTTGAACAAAAATCCATTTTTT

GATT--------- TATTCC
GATTTCTTTCATCTATTCC



