
D
N

A_
R

EP
AI

R

E2
F_

TA
R

G
ET

S

M
YC

_T
AR

G
ET

S_
V1

KR
AS

_S
IG

N
AL

IN
G

_D
N

G
2M

_C
H

EC
KP

O
IN

T

SNRPB
SSRP1
PCNA
TK1
NBN
RAD1
CENPM
CBX5
CDKN2A
SHMT1
AK2
TUBG1
CNOT9
NCAPD2
DNMT1
PAN2
CSE1L
PPM1D
HMGB2
GTF3C5
TCL1A
ZNF112
P2RX6
NR4A2
ZBTB16
LGALS7
ZC2HC1C
KMT2D
ABCG4
GDNF
CELSR2
LIG1
TP53
NUDT21
NELFCD
TAF10
RAE1
POLR1D
NFX1
NELFB
XPC
AGO4
EDF1
SRSF6
BRF2
UPF3B
POLR2A
TMED2
POM121
ARL6IP1
POLR2D
SUPT4H1
ERCC5
UMPS
BOLA2
RBX1
TK2
GTF2F1
ADRM1
TAF13
MYBL2
RAD21
CTCF
PDS5B
JPT1
H2AFX
CDC25B
UPF1
E2F1
DR1
NUP50
SMAD3
HIF1A
NUP98
MEIS2
FOXN3
KIF5B
TOP1
INCENP
E2F4
SS18
TNPO2
EWSR1
MARCKS
CUL4A
SYNCRIP
HNRNPD
CUL1
KPNB1
SMARCC1
RAD23B
G3BP1
RAN
NOP56
EIF2S1
PSMB3
CDK2
PSMD1
MRPS18B
PTGES3
AIMP2
IARS
FAM120A
EIF3B
XPOT
VDAC1
KARS
SNRPB2
EIF3D
RUVBL2
POLE3
CANX
UBE2E1
CBX3
EIF4H
SRSF3
AP3S1
PSMA1
C1QBP
EIF2S2
CCT2
PSMD8
CCT5
PSMA7
RNPS1
PSMD7

<0.001
0.004 0.004
0.012 0.012 0.012

0.055
0.064
0.062
0.093
0.090
0.079
0.077
0.076
0.002
0.007
0.009
0.008
0.018
0.023
0.026
0.025

0.013 0.013
0.066
0.087
0.085
0.044
0.034
0.028
0.003
0.011
0.008
0.010
0.009

0.025 0.025
0.095 0.095
0.061 0.061
0.005
0.005
0.003
0.002
0.074
0.064
0.100
0.092
0.092
0.056
0.052
0.049
0.046
0.043
0.044
0.044
0.024
0.020
0.029
0.037
0.035
0.013
0.011
0.009
0.008
0.008

0.066 0.066
0.026 0.026
0.019 0.019
0.019 0.019
0.015 0.015
0.017 0.017
0.016 0.016

0.004
0.003
0.018
0.017
0.038
0.032
0.031
0.082
0.100
0.095
0.095
0.054
0.046
0.046
0.069
0.063
0.067
0.065

0.076 0.076 0.076
0.059 0.059 0.059

0.036 0.036
0.031 0.031
0.099 0.099
0.065 0.065
0.049 0.049

0.017 0.017
0.074 0.074
0.040 0.040

0.009
0.008
0.082
0.097
0.094
0.091
0.063
0.060
0.060
0.076
0.072
0.066
0.069
0.069
0.068
0.068
0.053
0.050
0.043
0.047
0.046
0.040
0.041
0.041
0.035
0.031
0.030
0.027
0.024
0.023
0.022

A. Driver genes (p<0.10) in validated gene sets in estrogen receptor positive tumors
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B. Driver genes (p<0.10) in validated gene sets in estrogen receptor negative tumors
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C. Driver genes (p<0.10) in validated gene sets in estrogen receptor positive tumor-adjacent tissues
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D. Driver genes (p<0.10) in validated gene sets in estrogen receptor negative tumor-adjacent tissues


