A. Driver genes (p<0.10) in validated gene sets in estrogen receptor positive tumors
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B. Driver genes (p<0.10) in validated gene sets in estrogen receptor negative tumors
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C. Driver genes (p<0.10) in validated gene sets in estrogen receptor positive tumor-adjacent tissues

]

MXD1
NFE2L2
PLEK
ICAM1
ABCA1
S0CSs3
ZFP36
HBEGF
MAP3K8
SLC16A6
DUSP1
IL15RA
IER3
CFLAR
CCND1
GADD45B
SAT1
CYR61
HIPK2
LEFTY2
THBS1
SOD1
PMAIP1
PLAT
GPX3
LGALS3
EMP1
BAX
DCN
ANXA1
DAB2
COL12A1
TPM4
FERMT2
NNMT
SFRP4
CDH11
SLIT3
ITGB1
FMOD
VIM
ADAM12
LAMC1
COL7A1
DPYSL3
FBN1
MGP
SPARC
CALD1
OXTR
TGM2
ABI3BP
GPX7
MMP3
ECM2
MFAP5
PG
FSTL1
SLCO2A1
VCL
RHOF
WASF1
KIF5B
HDAC6
MID1IP1
ARHGAP29
PREX1
STAU1
PLEKHG2
ABL1
NIN
MARK4

S (U e = S

ARHGDIA
STK38L
SPTBN1
JAG1

=N | [ =

APOPTOSIS

ANGIOGENESIS

w
-
=]
F
o
[}
Q
=
o
E
=

TGF_BETA_SIGNALING

TNFA_SIGNALING_VIA_NFKB

EPITHELIAL_MESENCHYMAL_TRANSITION



~ - -

S -

- =4 o
~ s = - - o ™ < o = © &5 <
© - o= o = ~ - L= - 2=t o o o oy I < L oo o Ry W w @ o ~ py - =0O<

N X D = S0ZTL0m O % v T8 @ 9.0 <oy, t@lzIn N On W 2o o= —0J0Wn W ® SN—o LnyT o _Wnd D=0 oa ¥ BT XaooN= N O —© O RONRLKAT
—mS. X —O_Za2XNSZanTn0 Lpas XX g X0y po ZunB0H08 Optt < ¥O a8 XIO-LHO FOXGLIZz—n— O O=2XIr OCSToNa;O0TN L2 28 S Ao Tma T WWNES (T oa Tz N0 NS~
e e s Am e Dol e i et Do
1, =. ‘Y N = I~ | = . =l S = — —. L —;
SR 5E 0B 0na OL R ChRBALEOAOR A O Y S, & N E G O T St A KL S AL a5 8 OPA IS ON SORr A DLZOROR SR Z0r :\._‘:\QAA,CSFNPEPCOSFMTBmRCGEH_AVHGPPRF.NLPSACCOZARTPSMCSSTHMSPS

LN IO O OO

S33EEE333E3333333383333333533333 ] SISOLdOdY
NN
— 8585 ONITYNOIS ELVLS MV 9I
SSos

02 44588779012448781567013019566881200137233
s DDNDDRWERHEOWONOOMLOLOLODOOLOS T MMM S F AN N T
— [=r=) JotStSteta et SOOO0O0000C

oo Sl

37ANIdS OILOLIN

©ORN DN 00 = NN DML DN
NO=I0OO LOOLOLOLOLOLO T TGO DI NRIRIICIIDMIMLOLOD: _ _
OOOOM R OO0O00s = ISNOJSTY VANYO NOYIJHILNI

D. Driver genes (p<0.10) in validated gene sets in estrogen receptor negative tumor-adjacent tissues
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