
Figure S1. Ultra performance liquid chromatography-mass spectrometry of 1 

isolated phospholipids from Klebsiella pneumoniae ATCC13883 grown in the 2 

presence and absence of fatty acids.  Comparison of other fatty acids tested that are 3 

not shown in Fig. 3a (main text).  All fatty acids tested showed altered chromatograms 4 

compared to the control. 5 

 6 

Figure S2.  Mass spectrometry of individual phospholipids from Klebsiella 7 

pneumoniae grown in the presence and absence of fatty acids.  The parent ion m/z 8 

indicated is the value that was searched in the LIPID MAPS database 9 

(http://www.lipidmaps.org/).  Identity of the specific phospholipid is indicated.  Note that 10 

RT = retention time corresponding to the XIC in Fig 3b.  All other fatty acids tested that 11 

are not shown in this figure also resulted in similar phospholipid tail alterations 12 

corresponding to phospholipid species comprised of at least one acyl chain matching 13 

the supplied fatty acid. 14 
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Supplemental Figure 1. 24 
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Supplemental Figure S2. 35 
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