Supplementary Table 1: List of primers for bisulfite pyrosequencing and genotyping.

5-AATTTTGATTTTTTATTTGTAGGTT-3*
5-AAACAAAACATAAACCTTACTCTA-3

FKBP5 PCR Primers Pyrosequencing Primers
5-GTAGTTTATGTTTTAGTTAAATTAGGTT-3’ 5-AAATCTTTTAAACCTAACAAAC-3’
Intron 1 5-CCATTACAAATTCCTTACACTTTTTA-3' 5- ATAATCTTATAAATCTCTTACAA-3’

Intron 2 Region 1

5-GGTTTAATGTTTTATATTTTGATAGTA-3’
5-CTTTACTTAAACTTCTTTTTAAATA-3’
5-GTTTTGTAGTTTAGGTTGGAGTGTAATG-3’
5-AAAATCCACCATTCTTTCTAATCT-3™

5-GGTTGGAGTGTAATGGTA-3
5-GAGTAGTTGGGATTATAGG-3’
5-ATTATGTTGGTTAGGTTGGTT-3
5-GATTATAAGTATGAGTTA-3

Intron 2 Region 2

5-GAGTAGTAGAGATTATAGGTATATGT-3’
5-ATAACTCTCTAACTCTCTAATAACC-3’
5-GTTGGTTTGGAATTTTTGAGTTTTAATG-3
5-ATTCATCCCACATACCCAATTACTA-3*

5-TGGAATTTTTGAGTTTTAATGA-3
5-TGAGATTATTGGTATAAGTT-3
5-GATATTATATAATATTTTATAAGTGT-3’
5-GAGGTTATGTTTAATTGTAAGTT-3

Intron 2 Region 3

5-GTGTTAATAATGGTGTAGGAGAAATAAT-3’
5-CCTTTTATTACTATACCTTTTTCTATA-3
5-TAAGATGGAAGAATTAAGAGATGT-3’
5-TTACCTACAATATTCAATACAATAACAC-3™*

5-AGAAATAAAATAAAAGAAATGT-3’
5-GAAATATATATAGTTATGTA-3’
5-ATAGGGATATGTTTTGAGAAATGTG-3'
5-GTAGAGTGTATTTATATAAATTTAGATGG-3

Intron 2 Region 4

5-AAGTAAGATATATTTTAAGAGGAA-3’
5-TATAATCTCAACTCACTACAACCT-3
5-AAGAGGAAATAGTAAAAGATATTTTTATTG-3™
5-CCTCCTAAATTCAAACAATTCTACC-3

5-TCTACCTCAACCTCC-3’
5-ACTCCTAACCTCAAATAATC-3
5-TTACAAACATAAACCAC-3’

5-GGTAGAGAAAGAAATAAATAAGTTA-3
5-TTCTTACATTTCATTTTTATTACTACTA-3’

5-TCTTTCCTTTTTTCCCCCCTATT-3
5-CAATTTAAATAATATTTTACAACT-3'

5-CAGCAGTAGCAAGTAAGAATT-3™*

Intron 5 5. AAGATTATGTAATTTAAAGGGGGAGGG-3™
5.CTCTCTTTCCTTTTTTCCCCCCTAT-3'
5 AGAGTGAAATTGAGATGGAAATATGT-3 5_GGAGAAGTATAAAAAAAAAATGG-3
5-AATTTCTTCTCCATCCACTTCCTATA-3' 5-.GTTATAGAGTTTAGTGGTTT-3'
Intron 7 5. AGGAGGTATGTTGTTTTTGGAATTTAAG-3’ 5-GGAGTTATAGTGTAGGTTTT-3’
5-AATTTATCTCTTACCTCCAACACT-3™ 5-TTAAGGAGTTATTTGGTAGA-3'
5. TGATATATAGGAATAAAATAAGAAT-3'
Rs1360780 5_CAATTCACATATATTCAGAAGAGATC-3 5-AAGGCTTTCACATAAGCAAAGTTA-3'

Primers for each pyrosequencing assay consist of two outside PCR primers and two nested
primers. One of the nested primers is biotin-labeled and HPLC purified (HPLC/Biotin) to allow

isolation of DNA for subsequent pyrosequencing steps.

CpG methylation for each assay is determined by the use of several pyrosequencing extension
primers (Pyro primers) that are provided below the two pairs of PCR primers. The sequence read
for each pyro primer is also provided on the right side. The genotyping primers for the SNP
rs1360780 consist of two PCR primers that will amplify a 90bp amplicon. Genotyping is performed

using the pyro primer and the PyroMarkMD feature of the pyrosequencing machine.
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*Biotinylated and HPLC-purified primer.




