
S1 Fig. Chromatograms and gel images of Cas-induced targeted mutations and 
deletions. For each target the PAM is shown in blue underline and for each candidate 
off-target mismatches to the spacer are shown in red. The expected cleavage site is 
marked with a vertical red line ( ) in the target and with a red arrow     in the 
chromatogram.
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Spacer: GACGCTCGAATGAACAACGGA

AT1G62600: GACGCTCGAATGAACAACGGATCGGGT
AT1G63390: AACGCTCGAATGAACAACGGATCGGGT

Spacer: TTCATGGTGATCAGGACTTCC
AT1G73460: TTCATGGTGATCAGGACTTCCACGGGT
AT1G73450: ATCATGGTGATCAGGACTTCCACGGGT
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AT1G14910: GCCCTTGAAATATACAAGCGTGCGGGT
AT2G01600: TCCCTTGAAATATACAAGCGTGCGGGT
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