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Supplementary material 

Figure S1. Differentiation and characterization of iPSC neurons. a) iPSC cells were 

seeded on AggreWell800 plates and cultured in STEMdiff Neural Induction Medium until 

day 5 to induce embryoid bodies formation.  Embryoid bodies were harvested and replated 

in STEMdiff Neural Induction Medium for 7 days.  At day 12, Rosettes were selected with 

rosette selection medium and differentiated in STEMdiff  Neuron Differentiation medium 

or STEMdiff astrocyte Differentiation medium (STEMCELL) for 5 days. The cells were 

then maturated into mature FBN or astrocytes for one week.  
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Figure S2. Reduction of RNA foci in hippocampus of Tg(C9orf72_3) line 112 mice. 

 

Figure S3. Reduction of the mouse C9orf72 in striatum and cortex of C9BAC mice. Total 

RNA was isolated from the striatum and cortex of mice treated with AAV5-miC32 and 

AAV5-miC46. RT-qPCR was performed using primers to detect the mouse C9orf72 ortholog 

(3110043O21Rik). RNA input levels were normalized to GAPDH and set relative to AAV-

GFP treated mice. 
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Table S1. miC processing in mice brain. Sequence distribution (%) of guide- and passenger 

strands of reads mapping to miC32 and miC46. RNA was isolated from striatum of mice that 

were injected with AAV5-miC32 and AAV5-miC46 and small RNA NGS was performed. 

The scaffold is shown in the first column. Based on miRBase, the predicted guide and 

passenger strand sequences of the cellular pri-miRNA scaffolds are indicated in red and blue, 

respectively. The 5’ and 3’ flanking nucleotides are indicated in black. The three most 

abundant guide and passenger strand sequences are shown. 

 


