Figure S4A PhyML phylogenetic relations and composition of domains for
R3-MYB homologues of representative plant species.

—PABD0030493
—PAB00002848
Eﬁlﬁ EU:F:IwPﬁ.B 00064742
——PABD0031475
el EIMD09G007480
e —"PPE_003G19890
ol T TMD17G008190
——\V12G12270
——EG0001G14090
——TC0002G31250
=] —22er07612280
. iR 30086 G00070
En X ——MT4G046737
= - 26 M06G45941
. - EYTiGM12610790
el T GM12G32130
) —PAB00064139
- — i 55 ——MA09G11840
b5t l—=MA10G09380
I - —\VV10G01030
5 » 22GR10G25230
—=TC0006G21320
il s =—RC29842G00880
o= o = ——FG0004G10600
. o = PT04G01510
R ——ME06598G00120
—FG0011G06780
—ATR_00057G00970
sl —GR02G08340
o o =ZETC0007G04930
oz - z 1 fT“‘-"iMDmGuzdtagn
i ?'ML LZIpPE 004G02400
P EETMD00G177610
o %05T11G02630
; —PT04G02130
1 .. ZTC0006G20760
—] = ~—GR10G25300
.28 —\\V10G00340
= R el ——ME01796G00030
f- R C 29842G01390
T ——ME12753G00190
e —ME11731G00010
=" PT176G03700
~——GR08G17240
034 —MT2G023100
B ——5L07G052490
—~_ATR_00147G00460
“~ATR_00057G00380
oz - —PABD0040670
N ——=pAB00066574
——O0SINDICA 01G41290
oz sso— SB03G028170
-;..51 e M03G37390
= = 2H\/55329G00010
—""0SINDICA 01G41240
- TBPR0501G43180
—'TP1G00910
™ ——8R09G54760
ot ] Lol @AT1G01380
i %cau_nmem?m
— UBCRY 006G34880
= o AL6G40530
=“@AT4G01060
— 25R02G26580
B e S8 R03G27880
= 22 TP5G01080
——BR09G01340
~=CL01G01830
——BR04G27590
o BRO5G01310
) —""TP4G28430
il i T e @AT2G46410
TP CRU_004G28050
——CRU_005G26980
i —1]2G036420
] —MT5G009460
‘ ”f’{_ n——GM11G02061
~— =R GM01G43435
ke ——MAOBG05880
+ ——CPO0003G0O0560
b ¢ PTPPE_002G17840
= | ——£MD07G012980
el FV 7 GOG0BO
P TC00016G34270
. (*Yl [————EG0005G00640
i = g0 ~—GR01G15570
- il poxs —\'V15G06130
- oo Eimﬁﬁlﬁﬂﬂg 10
Ll ——RC29742G00820
L ——PT02G16890
= . ) P le———ZPT14G09630
= b = CS00001G04110
: ZEME02658G00420
RO7G10740
o e [——CP29502G00010
= = L 5L01G095640
" E™%s101G033090
——EG0005G07230
—=TC0003G29020
.= MD00G343220
T " BMD00G498770
~——EGD004G19490
~=MD00G306720
o e A00G20450
= e MA08G20400
~——CRU 004G11280
AL4G15070
- o T2G30432
——CRU 004G11270
o 4 = L —EALAG15060
= | &gq_—AmMTEG?:MH
——CRU_004G11260
—  EgAT2G30420
028 noss
| oorm E? o8 EE"-“?ALDGGM?G
THEEEAl 4615050
——=TP6G15380
— ZZBR02G15950
nor = - @AT5G53200
1 T o f TTIALBG 17810
EmiI.ﬂc RU_008G13090
| —FV7G36890
= ——MD01G021440
| = - 22pPE_002G29450
— SETC0003G19400
e ==R(C30169G03020
- 8 ~—ME06089G00250
'r ~PT12G03120
s L22pPT15G02200
g —\V16G06820
—CL01G00470
—EG0011G02990
» ——MA01G05260
pose " —MA05G09680
= 2B\ AD3G25750
—MT2G088730
m‘ﬂ
taxonpmic identity of protein domain architecture
Poaceae Myb_like DNA binding domain PFO0249 30 - (ESEEs
Brassicales
Out group



Figure S4B Evolutionary changes in protein structure of the R3-MYB homologous proteins
being studied branch reflects from right to left: disorder (2 residue types), secondary
structure (3 types), secondary structure (8 types), globule surface (3 residue types), rare

(comparing with protein specific model) amino acid substitutions

Color scheme:

black- outer branch (not analyzed);

colours define branch lengths quartile: blue — Q1; green — Q2; orange —Q3; red —Q4.
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