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S14 Figure. Nucleotide diversity (1t) in the coding part of the genome. A. Nucleotide diversity in O-fold
(1) B. Nucleotide diversity in 4-fold sites (114). C. The ratio between 11, and 114. ASI, EUR and ME are the

three differentiated populations of C. bursa-pastoris. Co and Cg indicate corresponding subgenomes. CO

and CG are short forms for C. orientalis and C. grandiflora, respectively.



