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S20 Figure. Verification of non-biased genotyping of both subgenomes of C. bursa-pastoris with the distribution of heterozygosity and coverage. All
values have been estimated with sliding windows of 100K genomic positions on phased data. Heterozygosity is shown in relative numbers, while the coverage is in
absolute numbers. The regions without the data mostly correspond to pericentromeric regions that were excluded from the data.



