
Figure S14

Figure S14. Top 15 TF modules for ChIP+KO+ATAC TRN. TFs were clustered into modules
based on shared positive target genes between TFs (see Methods). The left panel shows
enrichment of positive TF target interactions with up-regulated Th17 genes (“Th17” for potential
Th17-promoting TFs) or down-regulated Th17 genes (“Non-Th17”, for potential Th17-repressing
TFs). The lower panel shows relative TF gene expression over the Th17 and other T Helper cell time
points.

N
r1

d2
   

   
  

Va
x2

   
   

   

R
or

c 
   

   
  

R
or

a 
   

   
  

N
r1

d1
   

   
  

Kl
f7

   
   

   

Th
ra

   
   

   

Zb
tb

7b
   

   
 

Sp
4 

   
   

   

St
at

3 
   

   
 

Fo
sl

2 
   

   
 

Sm
ad

3 
   

   
 

M
af

   
   

   
 

Kl
f1

0 
   

   
 

Fo
xo

1 
   

   
 

Ze
b1

   
   

   

C
ic

   
   

   
 

R
un

x1
   

   
  

Ah
rr 

   
   

  

Zb
tb

32
   

   
 

Pl
sc

r1
   

   
 

Pl
ag

l1
   

   
 

Bh
lh

e4
1 

   
  

Jd
p2

   
   

   

D
di

t3
   

   
  

Et
v4

   
   

   

Bc
l1

1b
   

   
 

St
at

2 
   

   
 

Irf
9 

   
   

  

Irf
7 

   
   

  

St
at

4 
   

   
 

St
at

1 
   

   
 

Irf
2 

   
   

  

Irf
1 

   
   

  

Tr
p7

3 
   

   
 

Zf
p3

65
   

   
 

Zf
p7

50
   

   
 

Zf
p3

85
a 

   
  

Tr
p5

3 
   

   
 

Zf
p2

80
b 

   
  

Irf
4 

   
   

  

Er
g 

   
   

   

Zf
p3

67
   

   
 

E2
f4

   
   

   

E2
f1

   
   

   

Zf
p9

60
   

   
 

Ph
f2

0 
   

   
 

Sc
rt1

   
   

  

Sp
9 

   
   

   

D
pf

1 
   

   
  

Kd
m

5b
   

   
  

H
if3

a 
   

   
 

H
if1

a 
   

   
 

C
03

00
39

L0
3R

ik

An
kz

f1
   

   
 

Pl
ag

l2
   

   
 

R
el

   
   

   
 

N
fk

b2
   

   
  

N
fk

b1
   

   
  

El
f1

   
   

   

D
m

rt1
   

   
  

C
re

b1
   

   
  

At
f2

   
   

   

Pe
g3

   
   

   

Pr
rx

1 
   

   
 

H
m

ga
2 

   
   

 

Zf
p5

34
   

   
 

H
ox

b1
   

   
  

R
xr

a 
   

   
  

M
yt

1l
   

   
  

Nr1d2        

Vax2         

Rorc         

Rora         

Nr1d1        

Klf7         

Thra         

Zbtb7b       

Sp4          

Stat3        

Fosl2        

Smad3        

Maf          

Klf10        

Foxo1        

Zeb1         

Cic          

Runx1        

Ahrr         

Zbtb32       

Plscr1       

Plagl1       

Bhlhe41      

Jdp2         

Ddit3        

Etv4         

Bcl11b       

Stat2        

Irf9         

Irf7         

Stat4        

Stat1        

Irf2         

Irf1         

Trp73        

Zfp365       

Zfp750       

Zfp385a      

Trp53        

Zfp280b      

Irf4         

Erg          

Zfp367       

E2f4         

E2f1         

Zfp960       

Phf20        

Scrt1        

Sp9          

Dpf1         

Kdm5b        

Hif3a        

Hif1a        

C030039L03Rik

Ankzf1       

Plagl2       

Rel          

Nfkb2        

Nfkb1        

Elf1         

Dmrt1        

Creb1        

Atf2         

Peg3         

Prrx1        

Hmga2        

Zfp534       

Hoxb1        

Rxra         

Myt1l        
0

1

2

3

4

5

6

7

8

9

Figure S16

ChIP+KO+ATAC TRN Top 15 TF-TF Modules (Positive TF-Gene Interactions)

% Overlap between networks, TF/gene = 15
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