
Figure S6

Figure S6. Distributions of per-gene R2
pred values. Full and zoomed-in boxplots of per-gene R2pred

values for the Th17 ATAC prior, bias = .5 and TFA = TF mRNA or prior-based TFA (TFA = P+X). The
central red mark indicates median, the bottom and top edges of the blue box indicate the 25th and
75th percentiles, and the whiskers extend to the most extreme data points not considered outliers (+/-
2.7 standard deviations from the mean). x-axis indicates the average number of TFs per gene at
each model-size cutoff.
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