Region Plots for 139 novel signals of association with lung function

The region plots are from the meta-analysis of UK Biobank and SpiroMeta, from which the effect sizes and
standard errors were used to calculate the 99% credible sets. The variants in the 99% credible set are
shown as filled circles. The green bar indicates the extent of the credible set. The red line is P = 5x10-?,
used as our discovery threshold in UK Biobank and the meta-analysis.
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NEXN, FEV {/FVC tier 1 rs9661687
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DENND2D, FEV 1 /FVC tier 1 rs9970286
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Clorf54, PEF tier 1 rs11205354
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KRTCAP2, FEV{/FVC tier 1rs141942982
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MIR548F1, FVC tier 1 rs2146098
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MIR548F1, FEV {/FVC tier 1 rs17531405
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MIR181A1HG, FEV/FVC tier 1 rs10919604
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LMOD1, FEV1/FVC tier 2 rs4309038
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HLX, FVC tier 1 rs17009288
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LOC101926966, FEV {/FVC tier 1 rs2544536
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RDH14, FV C tier 1rs6751968
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ATAD2B, FVC tier 2 rs13009582
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- (= '
< CGREF1 < UCN GCKR—=
) | [
ABHD1-> < MPVI7
[ -
T T T T
26 26.5 27 275

Position on chr2 (Mb)
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PKDCC, FV C tier 1 rs4952564
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IL1RL1, FEV {/FVC tier 1 rs12470864
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TEX41, FEV{/FVC tier 1 rs1406225
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RBMS1, FEV 4 tier 1rs7424771
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MIR548N, FEV ; tier 2 rs2304340
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SATB2, FV C tier 1rs1249096
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SPATS2L, FEV {/FVC tier 2 rs985256
10 r?
rs985256
8 0.8
8 ~ 0.5 [
s 8 0.2
6 | O

—logyo(p-value)

< SATB2 < FONG CZorf47—=
o — L]
SATB2-AS1-> C2orf69-=
[ H
< TYW5
-

SPATS2L-> AOX1-> BZW1->
—_ D L]

< FAM126B  CASP10—>
oo — Pty

CASP8—>
—ha

< KCTD18 AOX2P—= NIF3L1-+  NDUFB3—>
- = - W

SGOL2—+ < CLK1 CFLAR—>
— ] pars)

<-LOC100507140 < ORC2 < CFLAR-AST
— ey -

< PPIL3 < ALS2CR12
wa

200.5

T T T
201 201.5 202
Position on chr2 (Mb)



KIAA2012, FV C tier 2 rs12997625
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DIRC3, FEV  tier 2 rs4294980
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LINC01107, FV C tier 2 rs6431620
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BOK-AS1, FVC tier 1 rs6733504
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RARB, FVC tier 2 rs73048404
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TMEMZ 65> CEP135->
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T I T T
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Position on chr4 (Mb)
BTC, FEV/FVC tier 1rs62316310
25 12
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i \ P . - —t — . 4
PF4V1> < PPBPP2 EPGN-> <ACHY! <G3BP2
| f . et P
CXCL1+> <«cxoLe? EREG—> THAPE>  USO1—|
' \ . " —
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I I I I
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FRAS1, FEV{/FVC tier 1 rs11098196
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CXCL13=> < CNOT6L FRAST=> BMP2K-=> LOC100505875-> - GIK2
MRPL1-> AA'.I_X;}.?-) - B:\MQR3 - N/:A1 1
LOC102.Z¢|75702—)
\ \ \ \
78.5 79 79.5 80
Position on chr4 (Mb)
HHIP-AS1, FVC tier 1 rs13109426
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0
4_6‘,'_4.?1_) < FREM3 <—’E:‘l"PE <—E-1’L’PA ‘(—HHJ:’—AS1 < ANAPC10
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GL’S.?PS—) 4—%@4
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Position on chrd (Mb)



HHIP-AS1, PEF tier 1rs13116999
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Position on chr4 (Mb)
LOC100996325, FEV 4 tier 1rs11739847
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—logyo(p-value)

PLEKHG4B—> AHRR-> < MIR4456 < TPPP < ZDHHC11 NKD2-= SLC6A19—> < SLC6A3
e ———tha ' [ [ —a ] preney
LRRC14B—> < C5orf55 CEP72-+ < BRD9 < SLC12A7  SLCGA18-> < LPCAT1
. [ [t . P . ——
< CCDC127 EXOC3—> TRIP13=> < MIR4635 < TERT < SDHAP3
= ™ b ' o -
SDHA-> < PP7080 < LOGC100506688 < MIR4457 < LOC728613
- ' H l
PDCD6—> < SLCIA3 < CLPTM1L
— -_— )
T T I
0 0.5 1 15

Position on chr5 (Mb)



NNT, FEV { tier 1 rs4866846
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<—'LOCB48987 «H%csr «Cf:rﬂd NNT=> <« FGF10 MRP.530->
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T T T T
43 43.5 44 445
Position on chr5 (Mb)
LOX, FEV{/FVC tier 1rs10059661
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FTMT-> <«LOX SNCAIP-> SNx2> <PPIC
f - [l e 4
SRFBP1-> < MGC32805 SNX24>
et e —
ZNF474>
-
LOC100505841->
a
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Position on chr5 (Mb)



ADAMTS19-AS1, FEV {/FVC tier 1 rs17163397

—logyo(p-value)
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< FBN2 SLc27A6> < MIR4460 KIAAT024L > CHSY3~>
b Falim | s
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w e
MIR4633->
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Position on chr5 (Mb)

ADRB2, FEV , tier 1 rs1800888
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< SPINKT SPINK5—>  SPINK13-+ < HTR4 ADRB2-> < SH3TC2 ABLIM3-> <IL17B ARHGEF37->
B - A ' [ e ' =
SCGB3A2-> SPINK14-> FBX038-> AFAPIL1->= < CSNK1A1 PPARGC1B—>
[ " e~ ) Fon—t ——
< C50rf46 SPINK6-> GRPEL2—>
" H .
SPINK7 = PCYOX1L->
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'
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'
I I I I
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Position on chr5 (Mb)



FGF18, FEV/FVC tier 1 rs10059996

—logyo(p-value)

1510059996
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KCNIP1-> RANBP17-> NPll\fllt-» -« FBXW11 <« STK10 < SH3PXD2B
GA%EP-) TL)I(3-> EFC;&BQ-»
(-MI.?JQQ éﬂz
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T T T T
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Position on chr5 (Mb)
RASGEF1C, FEV{/FVC tier 1 rs79898473
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—logyo(p-value)
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Position on chr5 (Mb)

< ADAMTS2 RUFY1->  MAMLT-> < RNF130 < MAPK9 CNOT6—> < OR2Y1 BTNL8=> < OR2V1
H————— ) —a HH——t— [ —— ' — '
< HNRNPH1  LTC4S—> < MIR340 < GFPT2 < SCGB3AT < MGAT1 BTNL3—=
L] ' ' e ' [ w
< Cborf60  SQSTM1-> < RASGEF1C < FLT4 = L0OC100859930  BTNL9=>
[ [E4 H—— _—— ' -
< CBY3 <Cbhorfd5 LOC729678—+ OR2V2-|
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[
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BMP6, FVC tier 1 rs12198986

—logyo(p-value)

RREB1-> < CAGET1 DSP—> BMP6=>  PIP5K1P1=> <« SLC35B3 HULC—>
[t e - — ' - [
<SSR SNRNP48-> < TXNDC5 < EEFIE1 LOC100506207 >
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RIOK1=> <« BLOC1S5-TXNDC5
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Position on chr6 (Mb)
HMGAL1, FVC tier 1 rs9689096
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Position on chré (Mb)

HCG25+  ZBTB9—+ ITPR3> < MLN < MIR1275 HMGA1-=> < RPS10 < CBorf106 < TAF11 < TCP11
" . —— - | - [ H—H— " -
< VPS52 < BAK1 < IPBK3 < GRM4 < Céorf1 PACSINT—= SNRPG— ANKS1A—>
- [ - e [ —n " —— o
RPS18=> GGNBP1-> < [EMD2 < NUDT3 < SPDEF UHRF1BP1-> SCUBE3-|
. 1 - — (3] —m
B3GALT4-> < LINC00336 < LOC100507584 < RPS10-NUDT3
v [ [ ——
< WDR46 < MNF1
H H
PFDNE->
'
< RGLZ2
L]
< TAPBP
[
33.5 34 345 35

7 genes
omitted



CDC5L, FVC tier 2 rs9357446
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rs9357446

TUAPT> VEGFA-> Céorf223>  SLC29A1=>  CDC5L—> < SUPT3H
lin - 4 - s
<LRRC73 LOC100132354=  CAPN11->  SPATSI— < MIR586 AUNX2->
. it - pii : Miochstina
< vIPF3 <MRPL14 < TCTET
. i 4
POLRIC> TMEMs35-> MiRd642-> 4 genes
< XPO5 HSPO0AB1 > omitted
POLH-> <sLcasB2
e :
<GTPBP2 < MIR4647
. |
MAD2L1BP—> < NFKBIE
H .
I
43.5 44 445 45
Position on chr6 (Mb)
RUNX2, FEV /FVC tier 1 rs12202314
2
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Position on chré (Mb)



RUNX2, FVC tier 2 rs9472541

rs9472541
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—logyo(p-value)

- SUPT3H <« CLIC5 - E;:IPPS - Cm
- Mlﬁsas RUNX2-> ENF:fd-» <« RCAN2
SLC25A27 >
\ \ \ \
45 45.5 46 46.5
Position on chr6 (Mb)

RNU6-71P, FEV { tier 1 rs2894837

152894837
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—logye(p-value)

< HMGCLL1 < BMP5 < COL21A1 < ANUB-71 BEND6>  BAG2> PRIMZ->
i) —— el ' —

< DsST KIAA1586

——————— w
ZNF4515
e
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e
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SLC2A12, FEV , tier 2 rs2627237

rs2627237
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\ \ \ \
133.5 134 134.5 135
Position on chr6 (Mb)
LOC100507477, FEV 4 tier 1rs1102077
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—logyo(p-value)
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e . —_ \ |
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HECA=
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T T T
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Position on chré (Mb)




VTA1, FEV, tier 1 rs9385988
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—logyo(p-value)
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Position on chr6 (Mb)
MEOX2-AS1, FEV {/FVC tier 1rs4721457
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—logye(p-value)

< DGKB < AGMO < MEOX2 < ISPD LRRC72->  TSPAN13—>
— [ .
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Position on chr7 (Mb)



SKAP2, FEV , tier 1rs559233

—logyo(p-value)

< ANUE-16 NFE2L3=>  SNX10=  <KIAA0OS7 < SKAP2 <HOXAT  EVX1> < HIBADH
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< HOXAS
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Position on chr7 (Mb)
HOXA-AS3, FVC tier 2 rs62454414
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1 H——————H [
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1
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3
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1
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"
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]

< JAZF1

\ \ \
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Position on chr7 (Mb)
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10 genes
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JAZF1, FEV 4 tier 1rs1513272

rs1513272

—logyo(p-value)

<« HOXA9 < HIBADH TAX1BP1-> JAZF1-AS1-> <« TRIL
< HOXA10-HOXAS -« JAZF1 CREB5-> LOC100506497 >
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Position on chr7 (Mb)
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Position on chr7 (Mb)



SEMA3D, FEV  tier 1rs12707691
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Position on chr7 (Mb)
MET, FEV {/FVC tier 2 rs193686
2
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——— e " [ty v Wt i
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Position on chr7 (Mb)



PPP1R3B, FEV/FVC tier 1 rs330939
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Position on chr8 (Mb)

DEFB136, FEV  tier 2 rs4128298

—logye(p-value)
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Position on chr8 (Mb)

< XKR6 MTMRS=> BLK—= GATA4-> < DEFB136 < FAM390A2P FAMG6A—> < LOC729732 KIAA1456->
Finm —a —n 1 0 Bt —— -
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2 genes
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LOC100505739, FEV 4 tier 1 rs7465401
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—logyo(p-value)
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Position on chr8 (Mb)

BOP1, FVC tier 1rs7838717
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—logye(p-value)
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- [} ' . [ [
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. ' [ '
T T T
145 1455 146 146.5

Position on chr8 (Mb)
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SH3GL2, FEV , tier 1rs7041139
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Position on chr9 (Mb)

LOC158434, FEV {/FVC tier 1rs72743974
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< FANCC < PTCH1 <LINCO0476  LOG158435->
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LOG100507346 > ERCCEL2> <HSD17B3 ~ HABP4> <AAEDI  <ZNF782  <CTSL2
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<« LINC00092 < ZNF367 LOGC441455> < HIATL2
i e \ iy
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.
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Position on chr9 (Mb)



GALNT12, FEV,/FVC tier 1 rs57649467
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Position on chr9 (Mb)
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—logye(p-value)

<= CIZ1  URM1-> GLE1—> SET-> < CCBL1 FAM73B—= GCYorf106-> < CYorf50 TOR1B—= GPR107->
- (2] e - w— B ' [ - oo
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< MIR3154 SPTAN1-> < ZERT1 PHYHD1-> < CRAT < ASB6 < C90rf78
' ma— B v - 0 ]
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SWi5s5-—> LOC100506100 = NUP188—> < IER5L
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Position on chr9 (Mb)
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PARD3, FEV,/FVC tier 1 rs1274475
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Position on chr10 (Mb)
CAMK2G, PEF tier 2 rs60820984
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—logye(p-value)
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A - PR . H (i
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T ween w - ——— e
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w A .. = -
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e v —— ™ H 2 genes
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|
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Position on chr10 (Mb)



OBFC1, FEV 4 tier 1rs11191841
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—logyo(p-value)

C100rf32-AS3MT-> INA= PDCD11-> < SH3PXD2A SLK=> SFR1-> GSTO2-> SORCS3->|
L ( - e i f e
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<« MIR1307 < |TPRIP
\ e
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v
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Position on chr10 (Mb)
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Position on chr11 (Mb)
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o ) -— i e f
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FKBP4, FV C tier 1 rs56196860
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—logyo(p-value)
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"
LOC100507424 >
[
- FOXM1
-
RHNO1=>
H
I I I I
2 2.5 3 3.5

Position on chr12 (Mb)

CCND2-AS1, FEV 4 tier 2rs12811814
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—logyo(p-value)
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AEBP2, FEV {/FVC tier 1rs10841302
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Position on chr12 (Mb)
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10 4| 1
151244869
0.8
HElos
8 (@]
0.2 @7
g o

—logye(p-value)

TMEM5-> < C120rf66 XPOT—> RASSF3—= TBC1D30> <= WIF1 MSRB3—>
- (= = —. P - [ "
SRGAP1-> < C120rf56 MIR548C—= FLJ41278-> LEMD3->
v — —am
TBK1-= < GNS
e ey
< MIR5482
'
I I I I
64.5 65 65.5 66

Position on chr12 (Mb)



MIR6074, FEV { tier 1 rs11176001

r2
rs11176001
0.8
15 0.5
a?
© 0.2
[e} OOO o
= S ) % o 8
=]
T 10 © o° o)
2 0@ © 8o
= O
=) O
o O (e}
i o ® o
ofp 8000 %
® o C%cé?é

< WIF1 MSRB3—> <RPSAP52 <LLPH HELB—>
i [t il il W "
LEMD3=> HMGA2—> < TMBIMA <GRIP1
ki Mot wo
IRAK3>
frid
I I I I
65.5 66 66.5 67

Position on chr12 (Mb)

IGF1, PEF tier 1rs972936

25 o
15972936
0.8

—logye(p-value)

SPIC= MYBPC1-> DRAM1-> < NUP37 < IGF1 < LINC00485 < C120rfd2
» rooeD [ e = " —_——

CHPT1-> < CCDC53 < PMCH < PAH

. e ' Rk

< SYCP3 PARPBP—> ASCL1=>
- e [
< GNPTAB
B
I I I I
102 1025 103 103.5

Position on chr12 (Mb)




TBX5, FEV 4 tier 1rs2701110

—logyo(p-value)

TPCNi=> < LHX5 < RBM19 < TBX5 < TBX3
[ [} [ ——" ) [Tarry -
<« SLC24A6 TBX5-AS1=>
e [
PLBD2->
[
<«SDS
-
SDSL->
[
I I I

114

114.5

115 115.5

Position on chr12 (Mb)

MIR8079, FEV /FVC tier 1 rs9533803

9533803

2
20 | f
0.8
0.5
15 | 0.2
)
=
©
it
2 10
<3
o
|

< ENOX1 LAGG1—> < SMIM2-IT1 SERP2-> < LINC00330  KIAA1704-=
- H = " H
< CCcDCt122 < T75C22D1 < NUFIP1 GTF2F2—>
— —— L ———
LINC00284-> T8C22D1-AS1-+> < KCTD4
" . H
T T T T
44 445 45 45.5

Position on chr13 (Mb)



DLEU1, FEV 4 tier 1 rs2812208

15 2
:231.2208

o
® o ® 08

—logyo(p-value)

FNDC3A=> SETDB2-> ARL11= CTAGE10P=  DLEU1=> < DLEU7 -« GUCY1B2
| T o [ ' — [A——) [
MLNR-> < CAB33L <RCBTB1 <KPNA3 <SPRYD7 ST13P4-=> DLEU7-AS1->
h Ptrtintaim Huy - Hu | [
CDADC1-> PHF11=> < EBPL < DLEU2 < RNASEH2B-AST
i [ [T [ rarr——y e
< MIR3613 RNASEH2B-=>
' i
TRIM13—>
[
KCNRG—>
[}
< MIR16-1
'
<MIR15A
1
I I I I
50 50.5 51 51.5

Position on chr13 (Mb)

LINC00348, FV C tier 1rs803765

25 | 1
0.8 rs8Q3765
0.5 Ii
20
0.2 [¢]
%
T 15
©
T
K==
3
T 10 A 5.0

< KLHL1 LINC00348~> < DACH1
Y —_——
ATXNBOS
et
T T T T
71 715 72 725

Position on chr13 (Mb)



LINC00382, FEV , tier 1 rs4885681

r?
— rs4885681
12 [ 0.8
‘ 0.5
10
o 0.2

—logyo(p-value)

«ﬁnﬁs <—SA:RY2
RBMZ?;ASi-)
<-NDFllP2—AS1
NDFiIP2->
\ — \ \
79.5 80 80.5 81
Position on chr13 (Mb)

DOCK9, FEV {/FVC tier 1rs11620380

r2
12 o rs11620380
0.8 ““
10
05
o
8 1 0.2

—logyo(p-value)

1PO5—= FARP1-> < SLC15A1 < UBAGC2-AS1 TMISF2-> < ZIC5
" —— e a-— [ - H

< RNF1138 < STK24 < DOCK9 UBAC2—+ CLYBL->
' -——— —_— s
MIR3170—> < MIR548AN MIR4306 = ZIG2-|
[ —_— v .
< GPR18
]
< GPR183
H

FKSG29+
'

MIR5I23—>
T T T T
99 99.5 100 100.5
Position on chr13 (Mb)




MYO16, FEV{/FVC tier 1 rs9634470

15 r?

rs9634470

—logyo(p-value)

TNFSF13B-> MYO16->

<« /IRS2 < COL4A1
— |

-

MYO16-AS1
'

109 109.5

1 I
110 110.5

Position on chr13 (Mb)

HAUS4, FEV {/FVC tier 1rs1951121

15

rs1951121

—logye(p-value)

< DAD1 OXA1L-> < PRMT5 < ACINT < HOMEZ NGDN-=  DHRS2-» < DHRS4-AS1
3 . L] e " n u H|
ABHD4-= < SLC7A7 < AJUBA < SLC7A8 PABPN1-> THTPA—> DHRS4->|
] — - ) . —
MRPL52-> < PSMB5 < PPP1R3E < ZFHX2
0 [ [} -—
MMP14-= PSMB11-> BCL2L2-> < AP1G2
L ' [ ]
LRP10> < CDH24 BCL2L2-PABPN1-> <JPH4
. = - L]
REM2-=> C14orf119-> < SLC22A17
. [ [
< RBM23 < CEBPE <EFS
- i [
< HAUS4 25>
- [
T T T T
225 23 23.5 24

Position on chr14 (Mb)

7 genes
omitted



MIR5580, FEV 1 /FVC tier 1 rs74053129

40
r2
0.8 o]
0.5
30 |
0.2
(o]

rS74Q8312:
0 4

—logyo(p-value)

< FERMT2 < MIR5580 CDKN3 > SAMDIA=>
b ; ". e
< DDHD1 <BMP4 <CNIH <GCHI
Pvirriadt " A e
< GMFB < MIR4308
-
CGRRF1=>
i
I I I I
53.5 54 54.5 55

Position on chr14 (Mb)

VRTN, FVC tier 1rs10141786

20 — I
rs10141786
0.8
0.5
15
0.2

—logye(p-value)

< NUMB ACOT2-> < ELMSAN! < FAM161B LIN52-> < ABCD4 < NPC2 < KIAA0317 < PROX2 < MLH3 FOS—=
H—— [} -——— - -— - » -—— - [+ '
< HEATR4 < PNMA1 PTGR2-» CCDC176-> VSx2-= < MIR4709 FCF1—=> DLST= < ACYP! LOC731223—+
aa—— ' . [ (5] ' [ - H 0
C14orf169-= DNAL1-> ZNF410-> VRTN-> ISCA2—> YLPM1-> < PGF < NEK9
' e e H 1 [ ) ——
ACOT1—> MIR4505-> CcoQ6—> < SYNDIGTL < RPSEKLT < TMED10
[ v - - - —
ACOT4-> < ENTPD5 < [TBP2 EIF2B2=>
0 i e [
ACOT6—+ < ALDHBAT ZC2HC1C—~>
[ ] H
T T T T
74 745 75 75.5

Position on chr14 (Mb)



BMF, FVC tier 1 rs34245505

14 -
r?
12 4 rs34245505

0.8 ' @

° o

| 0.5

10 g o ©
A B 0@
81 (o}

—logyo(p-value)

C15orf5d4=> THBS1=> <«GPRi76 <SRP14 BUB1B- PHGR1=>  <Ci50f57 <FAM82AZ  DLL4=>
' = o f it ' " 4 -
<FsIP EIF2AK4~> PAKE—> VD= RPUSD2-  GCHFR=  CHAC1—>
[T v i s - ' ' '
LOC100131089->  <PLCB2 BAHDi-> CASC5-> ZFYVE19~> < INOBO
w - fi= \——— . -y
<BMF < C150156 CHST14-> < LOC100505648 2 genes
< ANKRD63 < MRPL42P5 RAD51-> < RHOV omitted
h \ w {
< Ci5orf52 < DNAJCT7
N -
DISP2=> Ci5orf62->
- i
KNSTRN=> < PPP1R14D
H 5
I I I I
39.5 40 40.5 1

Position on chr15 (Mb)

IVD, FEV 4 tier 2 rs2304645

12

f rs2304645

—logye(p-value)

< ANKRD63 <MRPL42P5 RAD51-= < RHOV
' ' - '

THBST-> < GPR176 < SRP14 BUB1B= PHGRI1-> < C150rf57 < FAM82A2 DLL4—> <« EXD1 RTF1->|
- PRI # - i H - - s
< FSIP1 EIF2AK4—> PAKE-> VD=~  RPUSD2-> GCHFR-=> CHAC1—> CHP1—=
fkesasi ks = v 4 \ A
LOC100131089> < PLCB2 BAHD1-=>  CASC5=> ZFYVE19—> < INO80O OIP5-AST—>
AN - fi ) . o ——— o
< BMF < C150156 CHST14-> <= LOC100505648 < OIP5
o e . . P 2 genes

NUsAPI=| omitted

< C15orf52 < DNAJCT7 < NDUFAF1
B i -
DIsp2= Cl5orf62>
' 4
KNSTRN= < PPPIR14D
- "
I I I I
40 40.5 41 415

Position on chr15 (Mb)



CHACI1, FV C tier 1 rs4924525

14 -
2
r rs4924525
12 4 0.8 Y
X
10 - 05 o) e}
© S9)
g 0.2 8 290
o _© o®. O

—logyo(p-value)

EIF2AK4—> PAK6-> VD> < C150rf57 < FAM82A2 DLL4=> < EXD1 < NDUFAF1 TYRO3=> MGA—=> < SPTBN5
e i) - " [ [ o g - [ e —
<SRP14 BUBIB=> PHGR1-=> RPUSD2->  GCHFR=> CHAC1=> CHP1-=> RTF1-=> MIR626-> < MIR4310
. i [ [ 0 [ (aute) - ' '
LOC100131089> < PLCB2 BAHD1-> CASC5-> ZFYVE19-> < INO8O OIP5-AS1=> ITPKA=> MAPKBP1->
w - . - L] LT v M [} -
< BMF < Ci150rf56 CHST14=> <L OC100505648 <OIP5 -«LTK JMID7=>
[ 1 ' 1 " = ]
< ANKRD63 < MRPL42P5 RAD51-> < RHOV NUSAP{-> < RPAP1 JMID7-PLA2G4B->
v ' [T ' ety - -
< C150rf52 < DNAJC17 PLA2G4B—=>
N [ =
DISP2-> C150rf62-> < EHD4
) ' |
KNSTRN=> < PPPIR14D
= "
I I I I
40.5 41 41.5 42

Position on chr15 (Mb)

COPS2, FEV {/FVC tier 1rs79234094

04
0.8
25 —
0.5
0.2
20 |

15

—logye(p-value)

rs79; 3409‘

O@W%ﬁ @

o
00

o

SLC24A5-> < FBN1 < CEP152 < SECISBP2L GALK2-=> FGF7—> DTWD1-> < ATP8B4
[ j=meee [ e+ — [
< MYEF2 DUT— < SHC4 < COPS2 < FAM227B
- " e —— -
CTXN2—> EID1-> NDUFAF4P1->
H 3 1
SLC12A1-> < MIR4716
pErreva] '
48.5 49 495 50

Position on chr15 (Mb)

2 genes
omitted



FAM227B, FEV {/FVC tier 1 rs35251997

30

25 o

20

—logyo(p-value)

rs35251997

0.8

0.5

0.2

< FBN1 < CEP152 < SECISBP2L GALK2=> FGF7-> DTWD1-> < ATP8B4 <HDC
- wa [ S ) — (7] ]
< SHC4 < COPs2 < FAM227B SLC27A2->
1 - [
EID1=> NDUFAF4P1-> < GABPB1
' [ e
< MIR4716 - FLJ10038
' [
GABPB1-AS1-=>
0
MIR4712->|
'
I I I I
49 49.5 50 50.5

Position on chr15 (Mb)

USP3, FEV {/FVC tier 1rs62012772

—logyo(p-value)

20

rs62012772

< MGC15885 TPM1-=> RAB8B-> USP3—+ < DAPK2 SNX1-> < KIAA0101
] - —m e e H
TLN2 > LACTB= APH1B—> < LOC100130855 < FAM96A TRIP4—=
) [ W m A
MIR190A -+ < RPS27L < CA12 FBXL22-> SNX22-> ZNF609 -
V . —H " " —
< HERC1 < PPIB
"
< CSNK1G1
———————
I I I I
63 63.5 64 64.5

Position on chr15 (Mb)



REC114, FEV{/FVC tier 2 rs7176074

10

157176074
[ ]

0.8

—logyo(p-value)

C150rf60-> CD276->  TBC1D21-> < GOLGAGA cCcDC33=> < UBL7?
(=) - - [t ] -

ARIH1-> < ADPGK NEOT=>
[
MIR630-=> < HCN4 <NPTN < LOXL1-AS1 ISLR2-=> < CYP11A1
' [ e " ) [
GOLGA6B—> < C150rf59 LOXL1=> =LOC283731 LOC729739>
- H . ' v
< HIGD2B < STOMLT ISLR—> <« SEMA7A
" " [ [
BBS4—> PML-> < STRA6 LOC440288->
e — - [
ADPGK-AST1=> ARID3B->
=
I I I I
73 73.5 74 74.5

Position on chr15 (Mb)

CLUAP1, FVC tier 1 rs3751837

30 2

f rs3751837

o5 | [ 08
&2

PDPK1-> SRRM2-> KREMEN2- ORi1F1-= OR2C1-+ CLUAP1-> <TRAP1 < ADCY9 <SAL < PAMI16
(ure - [ v ' m_ Ror— bo———— 1 -— H
LOC652276=  ZG16B> CLDN9 = OR1F2P+ < ZNF434 < NLRC3 < CREBBP <-LOC100507501 < CDIP1
e ' ' ' " - DO [ -
FLJ42627> < PRSS30P < CLDN6 < ZNF200 ZNF174—> < SLX4 < TFAP4  DNAJA3—>
L) 1 [ H L) - - .
- EFI\'/'K 13-1 = PFI.SSEE THOlCG—b <—A,:|EFV <—ZA:F597 DNA?E 1= GLL.S‘E—) 13 genes
KCTD5-+  FLYWCH2-> |32+ FLJ39639-> NAABO-= < CORO7-PAM16 omitted
- [ 1 ' wem [rsen)
< PRSS27 FLYWCH1-> ZNF205> ZNF263-> < C160rf30 < CORO7
0 = " = ' —n
< SRRM2-AST PAQR4-> ZNF213= <TIGD7 VASN-=
[ ' = [ H
< TCEB2 < PKMYT1 ZNF75A—= < NMRALT
1 [} - -
T T T T
3 3.5 4 45

Position on chr16 (Mb)



GLIS2-AS1, FEV 1 /FVC tier 1 rs56104880

rs56104880

—logyo(p-value)

ZNF75A=> < NLRC3 < CREBBP < ADCY9 <SRL < PAM16 < CDIP1 <ANKS3 UBNi—= < NAGPA
- ———— [T i [ H — 1) L] -
OR2C1=> - SLX4 - LOC100507501 HMOX2-=> MGRN1-> < GLYR1 NAGPA-AS1->
' - " [ —am - H
< MTRNR2L4 DNASETf-> < TFAP4  DNAJA3-> < UBALD1 <SEPTi2 SEC14L5—>
l 1 Y i 4 [ -
< ZNF434 < TRAP1 GLiIs2—> Cl6orf96> <«ZNF500 <PPL <Ci60rf89
" -—— H (=™ - - (]
ZNFi174=> < CORO7-PAM16 NUDT16L1=> ALG1—>
[ e 1 -
< ZNF597 < CORO7 Cléorf71-=> < FAMB6A
" [ - -
NAA6O-> VASN—> LOC440335>
m ) u
< C160rf30 < NMRALT < ROGDI
' - [
I I I I
3.5 4 4.5 5

GRIN2A, FVC tier 2 rs11074547

Position on chr16 (Mb)

2
10 rs11074547
0.8
0.5
- [§)
8 0.2 o
o]

—logye(p-value)

Cl6orf72-> < GRINZA ATF7IP2-> < TEKTS CIiTA>

a e e v

MIR548X-> <EMP2 NUBP1+ < DEXI
B frid - 4
< TVP23A
—

CLEC16A~

I I I I

9.5 10 10.5 11

Position on chr16 (Mb)

1 gene
omitted



PAPDS5, FVC tier 1rs76219171

12 rs752‘9171 08
e 0.5
10 - o o
()
8 802 o

—logyo(p-value)
(s3]
|
e}
@

< CBLNT < ZNF423 CNEPIRT= ADCY7> NKD1>  CYLD=> <SALLT
v - - e =)
Cci6orf7e= HEATR3= <BRD7 < 5NX20
i n [ w
PAPDS-> NOD2~
- £
I I I I
49.5 50 50.5 51

Position on chr16 (Mb)

FTO, FEV{/FVC tier 1 rs35420030

rs35420030
° 08
15 — ® 05
0.2
o
o)
=
$ 10
2
e
iO:n @)
|
o

CHD9-> RBL2+> < RPGRIPIL < IRX3
s i v
< LOC643802 FTO->
j ———
<AKTIP
.
I I I I
53 53.5 54 54.5

Position on chr16 (Mb)



LINC00917, FEV {/FVC tier 1rs12918140

14

12 + 0.8

rs12918140

—logyo(p-value)

GSE1=> <EMC8 LOC146513=> FOXF1-> < C160orf95
am [ [ [ -
<GINS2 IRF8—=> «LOC732275 < MTHFSD < FBXO31
H ] " [
- Ci6orl74 <« FOXF1-AS1
— S
< MIR1910 FLJ30679->
' 1
COX4l1=> FOXC2->
" '
FOXL1=>
'
I I I
85.5 86 86.5 87

Position on chr16 (Mb)

MTHFSD, FEV  tier 2 rs6539952

rs6539952

—logye(p-value)

GSE1-> < EMC8 LOC146513—> FOXF1-> < C160rf35
[aree ) [ [ [ "
< GINS2 IRF8—> <L0C732275 < MTHFSD < FBXO31
" [ - - i
< C160rf74 < FOXF1-ASt MAP1LC3B—+
— [ "

< MIR1910 FLJ30679-> < ZCCHC14
' ' -———
COX4i1+ FOXC2-+

[ '
FOXL1—+
'
T T T T
86 86.5 87 87.5

Position on chr16 (Mb)



ATP2A3,

25

FEV,/FVC tier 1rs8082036

s8082036

|
o]

RAP1GAP2-> <« OR3A2 < ORIE2 < TRPVI <ITGAE <P2RX1 <ZZEFi < UBE2G1 SPNS2—> < PELP1 MINK1 =
i em ' ' — ———— [ ——— [Tiwtm— rm [ —-
<ORID5 OR1AI=> < ORIEt <« SHPK < C170r185 CYB5D2-> SPNS3-=> < ALOX15 PSMB6->
[ ' v [ - " [l [ '
<OR1D2 < OR3A1 < SPATA22 CTNS=> < CAMKK{1 < ANKFY1 < MYBBP1A MEDi1-> < CHRNE
[ ' [ na - - - 1 .
< OR1G1 OR3A4P->  ASPA=> < TAXIBP3 < ATP2A3 <« GGT6 ARRB2-> GP1BA->
' f [ " nmy 1 " '
OR1A2=> OR3A3-> < P2RX5-TAX1BP3 SMTNL2=>  TM4SF5->
v 1 [ LY "
OR1D4-> < TRPV3 <P2RX5 <« CXCL16 RNF167->|
' -t n " .
EMC6-> ZMYND15-=> < PFN1
v 0 '
GSG2—> -« VMOT1
1 v
I I I I
3 3.5 4 4.5

Position on chr17 (Mb)

PITPNM3, FEV 4 tier 2 rs4796334

—logye(p-value)

rs4796334

< NLRP1 LOC339166—= wscD1- <AIPL1 < KIAAO753 < TEKT1 ALOX12> < ASGR1 ACAP1-> SENP3->
B —_———t e H e [ - [} -
FAMG4A—+  TXNDC17-> ALOX12P2-> < CLEGC10A ELP5=> TNK1->
[ [ —a 1 - [
< PITPNM3 < SLC13A5 < LOC100506713 < DLG4 < PLSCR3
———— - — ) [
< MED31 RNASEK-> ACADVL—> < TMEMZ256
0] 1 n '
C170rf100-> RNASEK-C170rf49-> < CLDN7 NLGN2->
' ' [ -
< MIR4520A C170rf49= < MIR324 SPEM1->
| v ' [
MIR4520B—+ < MIR497HG < Dpvi2 C17orf74-=
| [ [ '
ALOX15P1> < MIR195 < PHF23 TMEM102—>
. ' . '
T T [ T
5.5 6 6.5 7

Position on chr17 (Mb)

7 genes
omitted

26 genes
omitted



CLDN7, FVC tier 2 rs1215

—logyo(p-value)

< AIPLT < KIAAO753 < TEKT1 ALOX{2-> <«ASGR1 ACAPi-> TNFSF12—> DNAH2—> GUCY2D-> < AURKB
w frire ) - . - . —— - f
FAM64A-=>  TXNDC17-> ALOX12P2-> <« CLEC10A ELP5-=> TNKi-=  TNFSF13-> RPL29P2-> CNTROB-=> < HES7
<« PITPNM3 < SLC13A5 < LOC100506713 < DLG4 < PLSCR3 SENP3—> KDM6B—> ALOX15B=> PFAS=>|
Rl ' i - v . - w f
- MEDQT RNA.?EK - ACAE}VL > < TMEMQEB CD?B-» TMEI!MBB-) - ALeX 12B 42 g enes
C170rf100-> RNASEK-C170rf49-> <« CLDN7 NLGN2-=> EIF4A1=> - [SMD1 MIR4314-> om i tte d
\ v g ) v ; b
< MIR4520A C17orf49-> <« MIR324 SPEM1-> MPDU{=> CYB5D1—> <« ALOXE3
| g 4 4 . : s
MIR4520B-= <« MIR497HG «pVL2 C17orf74-> <«SOX15 CHD3=> <« PERT
g ; v | : - .
ALOX15P1-> < MIR195 <« PHF23 TMEM102-> < FXR2 SCARNA21—= <« VAMP2
: § f \ i b v
T T T T
6.5 7 7.5 8
Position on chr17 (Mb)
TNFSF12-TNFSF13, FEV 4 tier 2 rs4968200
r2
rs4968200
o
=
[
7
Q
=
D
i)
|
< PITPNM3 < TEKT? ALOX12-> < ASGR1 ACAP1—> TNFSF12-> DNAH2—= GUCY2D-> = C170rf59 < KRBA2
b A - ' - . —— - : f
< KIAA0753 ALOX12P2-> < CLEC10A ELP5-= TNK1-> TNFSF13-> RPL29P2-> CNTROB-> < HES7 PFAS—> NDEL1T->
e . . . . ' b - v - -
TXNDC17—> < LOC100506713 < DLG4 < PLSCR3  SENP3-> KDM6B—= ALOX15B-> <« CTC1 = RPL26
\ i - v 4 - - - '
< MED31 RNASEK-> ACADVL-> < TMEMZ256 CD68—= TMEM88 = <« ALOX12B < SLC25A35 <= MYH10
W v . ] V i ™ A ey 43 gENEs
C170rf100> RNASEK-C170if49=> < CLDN7 NLGN2-> EIF4A1—> < LSMD1 MIR4314—> RANGRF— omitled
< MIR4520A C170rf49-> < MIR324 SPEM1—= MPDUT-> CYB5D1—> < ALOXE3 ARHGEF15->
i { f 1 O v rs 5
MIR4520B-= < MIR497HG < pDvL2 C170rf74-> < SOX15 CHD3-> < PER1 ODF4->
g v . f : - - v
ALOX15P1—> <« MIR195 < PHF23 TMEM102-> <= FXR2 SCARNA21 > < VAMP2 < ANF222
T T T T
6.5 7 7.5 8

Position on chr17 (Mb)



NCOR1, FVC tier 2 rs34351630

rs34351630

—logyo(p-value)

<« PMP22 < CDRT4 = CDRT1 MEIS3P1=> < ZSWIM7 PIGL=>  TRPV2-> <« ZNF624 <« KRT16P2 MPRIP->
s 2T <Rk ; e oo, T e . e
< MIR4731 <« TVP23C-CDRT4  TBC1D26—> ADORAZ2B-> MIiR1288-=> < FAM211A CCDC144A-> < TNFRSF13B
: (pasc-cp L i : e i pi
< TEKT3 <« TVP23C ZNF286A—> TTCiS—> < CENPV < ZNF287 USP32P1—=
T ez 28 ¢ z i %
< TRIM16 <NCORT1 UBB—=> FAM106CP—>
el WSS : .
CDRT15P2—> C170rf76-AS1-=>
! e
SNORD49B—>
:
SNORD4SA—>
.
SNORD65->
!
I I I I
15.5 16 16.5 17

Position on chr17 (Mb)

LOC101927166, FVC tier 2 rs12945803

f rs12945803

< MRPL45P2 < OSBPL7 < COPZ2 < SKAP1 < HOXB1 < PRAC  ATP5G1—> B4GALNT2-> < PHB
™ - - 1 ' ¥ - L]
NPEPPS—> TBX21-> SpP2+ NFE2L1—=> < HOXB2 < MIR3185 UBE2Z-> < GNGT2
b ] —a - ' ' - [
KPNB1-> <MRPL10 < MIR152 < HOXB3 < HOXB13 < SNF8 ABI3=>
- L] i — [ - L]
TBKBP1= < SP6 < CBX1 < HOXB4 < TTLLE <« GIP < PHOSPHO1
- - — 1 - - [l
LRRC46—> SNX11-> < MIR10A CALCOCO2-+ FLJ40194->
" - ' - [
< SCRN2 < MIR1203 HOXB-AS3—+ IGF2BP1-> < ZNF652
[ v " i —_—
PNPG-> < HOXB5
L) 1
< PRRI15L < HOXB6
[ H
T T T T
46 46.5 47 475

Position on chr17 (Mb)

6 genes
omitted



ANKFN1, FVC tier 1 rs28519449

—logyo(p-value)

20

15

10 H

rs28519449

< TMEM100
"

PCTP—>
.

ANKFN1=> NOG—> < C17orf67 SCPEP1->
v [ =1

DGKE=> RNF126P1->
am '
<MTVR2 AKAP1->
' Ha
< TRIM25
-

< MIR3614
'

< COIL
-

53.5

T
54

T T
54.5 55

Position on chr17 (Mb)

BCAS3, FEV 1 /FVC tier 1 rs8068952

—logyo(p-value)

25

20

15

10 +

rs8068952

0.8

05

0.2

<USP32 < APPBP2 BCAS3> TBX4> < BRIP1 < MED13
(e Ao -~ et e
< SCARNAZ20 PPMID> TBX2> < NAGA2 <INTS2
\ o . : EH
C170ri6d-> Ct7orfez>
. {
I I I I
58.5 59 59.5 60

Position on chr17 (Mb)



DDX5, FVC tier 2 rs77672322

—logyo(p-value)

rs77672322
[ ]

0.8

0.5

TANC2-=> MAP3K3-> <FTSJ3 Cl7orf72=> < TEX2 MILR1=> < LOC146880 < AMZ2P1 RGS9—>
Rt ) " [N i, . - " i
< CYB561 <LIMD2 TCAM1P-> < ERNT < PECAM1 < SMURF2 < PLEKHM1P <GNA13
- . L) - [l [ [T =
ACE-> LOC729683> = GH2 <ICAM2 <« POLGZ < MIR4315-1
- [ 1 [ - '
KCNH6=> <STRADA < CSH1 SNORD104-> <« DDX5 < MIR4315-2
- - ' I n '
DCAF7-> <« CCDC47 <GHI1 SNORA76=> < MIR3064 < LRRC37A3
- . 1 | 0 -
TACO1-> DDX42-> < SCN4A <« MIR5047
w m - '
PSMC5—> CEP95->
[ [
< SMARCD2
w
I I I
61.5 62 62.5 63

Position on chr17 (Mb)

SMURF2, FEV {/FVC tier 1 rs11653958

—logye(p-value)

2
111653958
12 4
0.8
10
8 —
6 —
4
2
MAP3K3->  <CSHZ <ICAM2 ~ <TEX2  MILRi-> <LOC146880 < AMZ2P1 RGSI> < AXINZ
frcaa i 4 s— ' P || i wn
<LIMD2  TCAM1P-> <EANT <PECAM! ~ <SMURF2 <PLEKHMIP — <GNAI3 < CEP112
f . ———— W —— v — —
LOG729683+ < GH2 SNORD104-> <POLG2 < MIR4315-1
: ' g - v
<STRADA < CSH1 SNORA76-> <DDX5 < MIR4315-2
- : i . v
«CCDC47 < GHI < MIR3064 <« LRRC87A3
= i ; el
DDX42> < SCN4A <« MIR5047
e - ‘
<FTSJ3  Cl7orf72> CEPI5+
B . -
PSMC5->
.
! ! ! !
62 62.5 63 63.5

Position on chr17 (Mb)

3 genes
omitted

3 genes
omitted



CASC17, FEV/FVC tier 1 rs996865

2
o5 _ 15996865 0.8
0.5
0.2
20

—logyo(p-value)

T T T T
68.5 69 69.5 70
Position on chr17 (Mb)

ASPSCR1, FV C tier 1 rs59606152

—logye(p-value)

rs59606152

20
" 0.8

CHMP6-= < AZI1 BAHCC1-+ TSPAN10-> < P4HB < STRA13 SLC16A3+  HEXDC-= < WDR45L TBCD—>
0 - —am ] ™ " " ™ - D0
< BAIAP2-AS1 < TMEM105 < ACTG1 < OXLD! < ARHGDIA RAC3-> < CSNK1D =< C17orf62 < RAB40B < B3GNTLT
1 [ [ l . 1 - - — —
BAIAP2-> < SLC38A10 FSCN2-> < ARL16 < ALYREF < RFNG < CD7 NARF—= FN3KRP—
. e H . . . 1 ] -
< AATK < MIR4740 < NPLOC4 GCGR—=  ASPSCR1-> < SECTM1 FOXK2—=> FN3K—=
-— v = [} wa [ — M
< MIRE57 < MIR3186 < PDE6G < PPP1R27  LRRC45—> TEX19-> < ZNF750
' ' [ ' " [ H
MIR3065- < C170rf70 < FAM195B < DCXR UTS2R—>
v - H v l
< MIR338 CCDC137+ ANAPC11->  <FASN < OGFOD3
' " u - -
< MIR1250 HGS—= NPB-=  GPS1->
' - ' [
T T T T
79 79.5 80 80.5

Position on chr17 (Mb)

15 genes
omitted



VAPA, FEV {/FVC tier 1 rs8089099

209 2
0.8
0.5
15 0.2
10

158089099
[ ]

—logyo(p-value)

NDUFV2—> TWSGT-=> < PPP4R1 RAB31-=>  VAPA=> APCDD1-> -« PIEZOZ
[ ——a [ [Easfrdr ST [
ANKRD12=> RALBP1-=> TXNDC2-> NAPG—>
o — 1 ma
I I I I
9.5 10 10.5 11

Position on chr18 (Mb)

GATAG6, FEV { /FVC tier 2 rs1985511

rs1985511

—logyo(p-value)

GREB1L—> SNRPD1- MIB1= GATAG—= < CTAGE1 RBBP8->

»-« P ] [ [ prem

< ESCO1 < MIR133A1 MIR4741-> CABLEST->

i | ' ]
< ABHD3
[
MIR320C1—>
'
< MiR1-2
i
I I I I
19 19.5 20 20.5

Position on chr18 (Mb)



C18orf8, FV C tier 1rs303752

12

10

—logyo(p-value)

15303752
[ ]

o
3]
(0]

RBBP8-=> CABLES1=> Rk?.lsa-b LAMA3—=> TTC39C=> < OSBPL1A
M'le?M - < TMEM241 - L\I-JLC1 CAB):R-» ]MPA::)_T—»
C1. S&rfa-) MJR?%DCz-»
<—AmD29 HRHA:
T T
20.5 21 21.5 22
Position on chr18 (Mb)
LOC729950, FV C tier 1 rs1668091
12 r
51668091
[] 0.8
10 0.5
o) 0.2
g L

—logye(p-value)

LAMA3—> TTC39C> < OSBPLIA LOC729950+ < ZNF521
=
CABYR—> IMPACT =
e -
MIR320C2->
)
HRH4~
i
T T T T
21.5 22 225 23

Position on chr18 (Mb)



SLC14A2, FEV , tier 1 rs9807668

10

—logyo(p-value)

SETBP1-> SLC14A2—> SIGLAE.C15-) < PSTPIP2
(-MI.?dQTQ SLCf-eiAr-> < EPG5 <—A725A1
HAIL/.St-)
CIBOHE:
T T T
42 42.5 43 43.5
Position on chr18 (Mb)
LOC101927273, FV C tier 2 rs2202572
r2
0.8

—logye(p-value)

rs9807668

0.8

0.5

0.2

152202572
[ ]

< CCDC68

< TCF4 < LOC100505474
e

MIR4529 -
v

< TXNLT
-

WDR7->|

T T T
53 53.5 54
Position on chr18 (Mb)

54.5



QTRT1, FEV tier 2 rs11085744

—logyo(p-value)

rs11085744

<« ZNF846 <« COL5A3 <« DNMT! <« |CAM3 <KEAP1 ILF3= <« TMED1 SMARCA4-> <« DOCK6 -=EPOR CNN1->
. — — H - Vim v Cnam s =y . "
<« FBXL12 RDH8-> <« SiPR2 <« TYKZ2 =SIPR5 QTRT1=> CARM1-> LDLR-> TSPAN16=> < ZNF653
i A b -l H - i 4 prid w
UBL5=> C3P1=>  MIR4322-> = CDC37 ATG4D-> DNM2-> < YIPF2 <« SPC24 < RAB3D < ECSIT
; — 5 1 . s W " i
PINT=> C19orf66-> MRPL4—> PDE4A->  SLC44A2—> <= MIR199A1 -« KANK2 LPPR2=> < ELOF1
“ . . o s | Fash u .
<« OLFM2 <« ANGPTL6  ICAM1=> MIR1238-> MIR4748-> C190rf80-> < RGL3 <« ACP5
il B ». i f { = T
PPAN=> ICAM4-> <« KRI1 MIR638-> C190rf52-> < TMEM205 ZNF627->
H v - i f . o
PPAN-P2RY11-> <« MIR1181 < AP1M2 C190rf38-> CCDC159-> ZNF833P->
A \ - 4 . "
SNORD105= ICAM5=> < CDKN2D SWSAP1—>
T T T T
10 10.5 11 11.5
Position on chr19 (Mb)
ZFP82, FV C tier 2 rs2967516
r2
rs2967516
! ] H
8 — 0.8
' 05
© -
> 6 0.2
[
= o
o
=
D
k)
|

LOC100128682= MLL4> APLP1=> < CLIP3 <ZNF565 <=ZFP14 < ZNF260 ZNF567—= ZNF345-> ZNF420-> HKR1->|
» - [l - ) B [ — [ H— A
FFAR2-> HAUS5-> < PRODH2  SDHAF1- ZNF146—= <= ZFP82 < ZNF529 < ZNF850 ZNF568—=> < ZNF585A
' - ] ' - - [ravn (=] A [
< KRTDAP ETV2—> < NPHST < SYNE4 LOGC100134317> ZNF382—= < ZNF790 < ZNF5858B
1 [ ] [ 1 = a3l -
< DMKN  UPKIA-=>  KIRREL2> < THAPS8 < LINC00665 < ZNF461 < ZNF829 ZNF383—+
- " ] - 9 = = w
< SBSN ZBTB32-> < NFKBID WDR62-> LOCE44189 = ZNF790-AS1-> < L0C284412
v [ " =) ' — .
GAPDHS—+ < IGFLR1  HCST—=> OovoL3—+ < ZNF566 ZNF527 >
- ' 1 . — »
< LOC100506469  LIN37-> < TYROBP < POLR2I LOC728752->
" 1 . O '
TMEM147-> < U2AF1L4 LRFN3-> TBCB—+
1 ' " "
T T T T
36 36.5 37 375

Position on chr19 (Mb)

10 genes
omitted

11 genes
omitted



LOC101929395, FEV 4 tier 2 rs6032942

r2
10
rssﬂﬁtﬁ 08
e 0.5
8 s 0.2

—logyo(p-value)

< PAK7 < SNAP25-AS1 < MKKS <JAG1 < LOC339593
Pl it/ sy - W
ANKRD5=>  SNAP25-> SLX41P>
- e [
I I I I
10 10.5 11 11.5

Position on chr20 (Mb)

LINC00649, FEV 1 /FVC tier 1rs12627254

2
25 — r
rs12627254
08 .%
20 05
02

—logye(p-value)

OLIG2—= IFNAR2->  IFNGR2-= < CRYZL1 < ATP50 MRPS6-=> KCNE2-> < RCANT < RUNX1
0 a e [ = — ] — B
OLIGT = IL10RB—= < TMEM508 ITSN1-> SLC5A3—+ SMIMT1-> CLICE=
' - ) - . - —n
< C21orf54  IFNAR1-> < GART LINC00649 > LING00310-+ < KCNE1 < LINC00160
' = - — " — M
< L0C100288432 SON-> LOC100506385-+
[ = —
< DNAJC28
'
< DONSON
()
T T T T
345 35 35.5 36

Position on chr21 (Mb)



PPP6R2, FEV ; tier 2 rs113111175

10 4

rs113111175

—logyo(p-value)

0.8

0.5

0.2

< C220rf34 < BRD1 PIM3=> <«MLC1 SELO-> PPP6R2-> < SYCE3 ACR-=>
i [T v - w [t ) " [
<« LOC90834 <IL17REL  PANX2=> < SBF1 < ARSA
O - " - [l
ZBED4=> MOV10L1-> < DENND6B MIOX-> SHANK3->
—a m— = [ o
< ALG12 TRABD—=> ADM2-> RPL23AP82->
) - . [
CRELD2-> < TUBGCP6 -« LMF2 < RABL2B
= - . [y
<« HDAC10 NCAPH2—->
| E
<« MAPKi2 <«SCcoz2
I [
< MAPKi1 < TYMP
» '
I I I I
50 50.5 51 51.5

Position on chr22 (Mb)

8 genes
omitted



	PHF13, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs9661802
	MIR4418, 𝑭𝑬,𝑽-𝟏. tier 1 rs12737805
	DHDDS, 𝑭𝑽𝑪 tier 2 rs9438626
	DHDDS, 𝑭𝑬,𝑽-𝟏. tier 1 rs12096239
	FAF1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs1416685
	LOC101926964, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs72673461
	NEXN, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs9661687
	TGFBR3, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs10874851
	DENND2D, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs9970286
	C1orf54, 𝑷𝑬𝑭 tier 1 rs11205354
	KRTCAP2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs141942982
	RALGPS2, 𝑭𝑬,𝑽-𝟏. tier 1 rs4651005
	MIR548F1, 𝑭𝑽𝑪 tier 1 rs2146098
	MIR548F1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs17531405
	MIR181A1HG, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs10919604
	LMOD1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 2 rs4309038
	TGFB2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs2799098
	LYPLAL1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs75128958
	HLX, 𝑭𝑽𝑪 tier 1 rs17009288
	LOC101926966, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs2544536
	RDH14, 𝑭𝑽𝑪 tier 1 rs6751968
	RDH14, 𝑭𝑽𝑪 tier 1 rs13430465
	ATAD2B, 𝑭𝑽𝑪 tier 2 rs13009582
	CIB4, 𝑭𝑽𝑪 tier 2 rs732990
	PKDCC, 𝑭𝑽𝑪 tier 1 rs4952564
	IL1RL1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs12470864
	TEX41, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs1406225
	RBMS1, 𝑭𝑬,𝑽-𝟏. tier 1 rs7424771
	MIR548N, 𝑭𝑬,𝑽-𝟏. tier 2 rs2304340
	ITGAV, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs2084448
	SATB2, 𝑭𝑽𝑪 tier 1 rs1249096
	SPATS2L, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 2 rs985256
	KIAA2012, 𝑭𝑽𝑪 tier 2 rs12997625
	IGFBP5, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs6435952
	DIRC3, 𝑭𝑬,𝑽-𝟏. tier 2 rs4294980
	ASIC4, 𝑭𝑽𝑪 tier 2 rs4674407
	LINC01107, 𝑭𝑽𝑪 tier 2 rs6431620
	C2orf54, 𝑭𝑽𝑪 tier 1 rs6437219
	BOK-AS1, 𝑭𝑽𝑪 tier 1 rs6733504
	LINC00620, 𝑭𝑬,𝑽-𝟏. tier 2 rs2974389
	RARB, 𝑭𝑽𝑪 tier 2 rs73048404
	FOXP1, 𝑭𝑽𝑪 tier 1 rs35480566
	PDZRN3-AS1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs586936
	MIR548G, 𝑭𝑽𝑪 tier 1 rs1610265
	BCHE, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs1799807
	IGF2BP2, 𝑭𝑬,𝑽-𝟏. tier 1 rs6780171
	KDR, 𝑭𝑬,𝑽-𝟏. tier 2 rs12331869
	BTC, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs62316310
	FRAS1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs11098196
	HHIP-AS1, 𝑭𝑽𝑪 tier 1 rs13109426
	HHIP-AS1, 𝑷𝑬𝑭 tier 1 rs13116999
	LOC100996325, 𝑭𝑬,𝑽-𝟏. tier 1 rs11739847
	NNT, 𝑭𝑬,𝑽-𝟏. tier 1 rs4866846
	LOX, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs10059661
	ADAMTS19-AS1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs17163397
	ADRB2, 𝑭𝑬,𝑽-𝟏. tier 1 rs1800888
	FGF18, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs10059996
	RASGEF1C, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs79898473
	BMP6, 𝑭𝑽𝑪 tier 1 rs12198986
	HMGA1, 𝑭𝑽𝑪 tier 1 rs9689096
	CDC5L, 𝑭𝑽𝑪 tier 2 rs9357446
	RUNX2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs12202314
	RUNX2, 𝑭𝑽𝑪 tier 2 rs9472541
	RNU6-71P, 𝑭𝑬,𝑽-𝟏. tier 1 rs2894837
	SLC2A12, 𝑭𝑬,𝑽-𝟏. tier 2 rs2627237
	LOC100507477, 𝑭𝑬,𝑽-𝟏. tier 1 rs1102077
	VTA1, 𝑭𝑬,𝑽-𝟏. tier 1 rs9385988
	MEOX2-AS1, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs4721457
	SKAP2, 𝑭𝑬,𝑽-𝟏. tier 1 rs559233
	HOXA-AS3, 𝑭𝑽𝑪 tier 2 rs62454414
	JAZF1, 𝑭𝑬,𝑽-𝟏. tier 1 rs1513272
	IGFBP3, 𝑭𝑽𝑪 tier 1 rs17232687
	SEMA3D, 𝑭𝑬,𝑽-𝟏. tier 1 rs12707691
	MET, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 2 rs193686
	PPP1R3B, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs330939
	DEFB136, 𝑭𝑬,𝑽-𝟏. tier 2 rs4128298
	LOC100505739, 𝑭𝑬,𝑽-𝟏. tier 1 rs7465401
	BOP1, 𝑭𝑽𝑪 tier 1 rs7838717
	SH3GL2, 𝑭𝑬,𝑽-𝟏. tier 1 rs7041139
	LOC158434, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs72743974
	GALNT12, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs57649467
	IER5L, 𝑭𝑬,𝑽-𝟏. tier 2 rs967497
	PARD3, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs1274475
	CAMK2G, 𝑷𝑬𝑭 tier 2 rs60820984
	OBFC1, 𝑭𝑬,𝑽-𝟏. tier 1 rs11191841
	SLC1A2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 2 rs10836366
	FKBP4, 𝑭𝑽𝑪 tier 1 rs56196860
	CCND2-AS1, 𝑭𝑬,𝑽-𝟏. tier 2 rs12811814
	AEBP2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs10841302
	RASSF3, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 2 rs1244869
	MIR6074, 𝑭𝑬,𝑽-𝟏. tier 1 rs11176001
	IGF1, 𝑷𝑬𝑭 tier 1 rs972936
	TBX5, 𝑭𝑬,𝑽-𝟏. tier 1 rs2701110
	MIR8079, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs9533803
	DLEU1, 𝑭𝑬,𝑽-𝟏. tier 1 rs2812208
	LINC00348, 𝑭𝑽𝑪 tier 1 rs803765
	LINC00382, 𝑭𝑬,𝑽-𝟏. tier 1 rs4885681
	DOCK9, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs11620380
	MYO16, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs9634470
	HAUS4, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs1951121
	MIR5580, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs74053129
	VRTN, 𝑭𝑽𝑪 tier 1 rs10141786
	BMF, 𝑭𝑽𝑪 tier 1 rs34245505
	IVD, 𝑭𝑬,𝑽-𝟏. tier 2 rs2304645
	CHAC1, 𝑭𝑽𝑪 tier 1 rs4924525
	COPS2, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs79234094
	FAM227B, 𝑭𝑬,𝑽-𝟏./𝑭𝑽𝑪 tier 1 rs35251997
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