66
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Chitinophaga sp CF118 SFE08794
Chitinophaga sp YR573 SEV88340
Gloeomargatrita lithophora APB33140
Prevotella histicola WP_008823265
Capnocytophaga sp oral taxon 326 WP_009412076
Capnocytophaga haemolytica WP_066429055
Muricauda sp TMED12 OUT57161
Maribacter sp HTCC2170 WP_013306911
Muricauda sp MAR 2010 75 WP_036379266
Eudoraea adriatica WP_019669948
Nitzschia sp CAMPEP 0113466200
Enterococcus termitis WP_069662575
Flammeovirga pacifica WP_044219613
Flammeovirga sp MY04 WP_066212257
Flammeovirga sp WP_044209021
Bacteroidetes bacterium P1D92402

‘E Candidatus Delongbacteria bacterium PIE78765

Gammaproteobacteria bacterium PID61518

Gammaproteobacteria bacterium PID66461

Candidatus Marithrix sp Canyon 246 WP_069472084
Dolichospermum circinale WP_051289442

59)
Elostridium Jjosui WP_024834407

Porphyromonas macacae WP_036850794
Campylobacter ornithocola WP_066008487 - ——————————-
Campylobacter subantarcticus WP_052243007
Campylobacter lari WP_052243111
Campylobacter volucris WP_069106941
Campylobacter peloridis LMG 23910 AJC85136
Helicobacter sp. 13S00477-4 PAFS0555 - = == == === == == = = — =~
Helicobacter sp. 11S02596-1 PAF41659
Helicobacter sp.11S03491-1 WP_095273860
Helicobacter trogontum WP_034346094
Helicobacter caesarodunum WP_095628353 - == === == === === —-
Campylobacter avium WP_094325783
Brachyspira suanatina WP_048594164
Brachyspira intermedia WP_014488099
Brachyspira hyodysenteriae WA1 ACN82752
Brachyspira hampsonii WP_008725751
Brachyspira murdochii WP_013113104

] Brachyspira pilosicoli WP_014933483 -————————=———————————-
Helicobacter WP_011115415 -——————————————————————-

— Spironucleus salmonicida EST44881 --—-—-----—-—————-
Spironucleus salmonicida EST44301-—---—-—--

Spirochaetes bacterium GWF1 41 5 OHD64412

Chitinivibrio alkaliphilus WP_022637256

Candidatus Cloacimonetes bacterium PCJ16352
| Proteobacteria

Spirochaetes bacterium RIFOXYB1 FULL 32 8 OHD79975

Bdellovibrio bacteriovorus WP_061834168
| Proteobacteria

Proteobacteria bacterium PID37909
magnetoovoid bacterium MO1 CRHO07085
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Phase Contrast



