Isolate Characteristics TetP | MIC | Alignment sequence accession no. | Sequencing data
accession no.
P. sordellii
AM370 Unknown isolate v CP014150 SRR3109670
ATCC 9714 [1, 2] | Reference, human, oedema v LN679998 ERR197376
DA108 [2, 3] Human, non-fatal endometriosis v |IN/A ERR197377
E204 [2] Human, clinical isolate v N/A ERR197393
JGS444 [2] Bovine, myonecrosis v | N/A ERR197398
JGS445 [2] Bovine, myonecrosis v N/A ERR197372
JGS6364 [2] Bovine, myonecrosis v | N/A ERR197397
JGS6382 [2, 4] Bovine, myonecrosis v | N/A ERR197373
JGS6956 [2] Veterinary isolate N/A ERR197374
JGS6961 [2] Veterinary isolate v CDNI01000025 ERR197375
R15892 [2] Human, clinical isolate v v' | CEKU01000007 ERR197394
R26833 [2] Human, blood isolate from diabetic N/A ERR197360
R27882 [2] Human, knee amputation N/A ERR197359
R28058 [2] Human, crushed hand v v | BK010450 ERR197358
R29426 [2] Human, sudden death N/A ERR197357
R30684 [2] Human, calf abscess N/A ERR197356
R31809 [2] Human, knee injury N/A ERR197355
R32462 [2] Human, endo-cervical discharge v CEMX01000019 ERR197354
R32668 [2] Human, wound N/A ERR197353
R32921 [2] Human, death during pregnancy N/A ERR197352
R32977 [2] Human, knee replacement v CELC01000006 ERR197351
SSCC18392 [2] Human, blood isolate v v' | CDNE01000023 ERR197383
SSCC18838 [2] Human, blood isolate v v' | CDNKO01000006 ERR197382
SSCC26591 [2] Human, blood isolate v | N/A ERR197380
SSCC32135 [2] Human, blood isolate v v' | CDNQO01000027 ERR197386
SSCC33587 [2] Human, blood isolate v | N/A ERR197385




SSCC33589 [2] Human, blood isolate v N/A ERR197378
SSCC35109 [2] Human, blood isolate v | N/A ERR197384
SSCC37615 [2] Human, blood isolate v v | BK010451 ERR197381
SSCC42239 [2] Human, blood isolate v N/A ERR197379
UMC1 [2, 5] Human, allograft isolate v |INA ERR197387
UMC2 [2, 5] Human, allograft isolate v N/A ERR197388
W10 [2] Veterinary isolate N/A ERR197362
UMC164 [2, 5] Human, allograft isolate v N/A ERR197389
UMC178 [2, 5] Human, allograft isolate v |N/A ERR197390
UMC4401 [2, 5] Human, allograft isolate v N/A ERR197391
UMC4404 [2, 5] Human, allograft isolate v N/A ERR197392
W2922 [2] Veterinary isolate v CELK01000144, BK010701 ERR197363
W2945 [2] Veterinary isolate v CEL101000026 ERR197364
W2946 [2] Veterinary isolate v N/A ERR197365*
W2947 [2] Veterinary isolate N/A ERR197366*
W2948 [2] Veterinary isolate N/A ERR197367
W2967 [2] Veterinary isolate N/A ERR197361
W2975 [2] Veterinary isolate N/A ERR197368
W3025 [2] Veterinary isolate N/A ERR197369
W3026 [2] Veterinary isolate v CELD01000042 ERR197370
C. perfringens

Strain 13 [6] Reference, Tet® v | N/A N/A

JIR4 [7] Strain 13 background, contains pCW3, Tet® v v | N/A N/A

CW92 [7, 8] WT isolate, contains pCW3 v DQ366035 N/A

C. difficile

Strain 630 [9, 10] | Human, pseudomembranous colitis, Tet® v' | CP010905 N/A

CD37 [11] Clinical isolate, Tet® v | N/A N/A
MCD43 Human, clinical isolate v v | MH041492 N/A
MCD46 Human, clinical isolate v v | MH041493 N/A

P12 [12] Porcine isolate v ERS1078747 N/A
08ACDO0030 Unknown CP010888 N/A




* Sequencing data indicates mixed isolates
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