Genome maps of Loki Castle virophages (contig names are in blue), some
environmental virophages (wgs; contig names are in green), and reference virophages
from GenBank. Green and blue triangles mark direct and inverse repeats. Pentagons
with thicker outline represent conserved virophage genes.

Virophage contig 852 1.174s6 (D-ImmmmmmmDX -G DD KKK K B

Virophage contig 1368 1..14039

LFUF01000836 11887..1

CEPX01194005 7995..1

Sputnik virophage 1..18343

Zamilon virus 1..17276

HO<C D <D

>H

b

O DD

CO-@—/r o oD@ — o< K —HEED D D —

Yellowstone Lake virophage 5 5501..29767,1..5500

O ~A

=K

CERE01107059 1.10024 i > DD

Organic Lake virophage
- D)

15001..26421,1..15000

Dishui lake virophage 1 1..28788z

B W -omn DX

Yellowstone Lake virophage 6 24837..1

X< < [l DDy -

f A b

@ HXCC KKK~ K =EKKK

K E-COCO- DD D T —a

Qinghai Lake virophage 23379..1

Maverick-related virus strain Spezl 1..19063 (former Mavirus)

LNAP01010370 7238..1

D@ DD CE<_ <

1 <<

S—

[l major capsid protein (MCP)
[ minor capsid protein (mCP)

1 Transposase
1 rve-integrase
Bl DNA polymerase

~

[ rackaging ATPase
[ cysteine protease

] tyrosine recombinase
[ ] GIY-YIG family nuclease
Il Zn-ribbon domain (ZnR)
B superfamily 3 helicase
[ replication origin-binding helicase

I D5 family helicase

I helicase

[ ] transposon-viral polymerase (TVpol)
[ ] another conserved N-term. of helicase
Bl V21/0LV5

1 TIr6F

[ esterase/lipase

K

DD D HXCX

<

KK I

A O0H

OI<@aeEd>ED -

CENSOTOA2140° 11691 1 ey — DI DO K ODOKHD-DT B DT

Yellowstone Lake virophage 7 23193..1

T OV A D D<K MKW KX

ST OO KKK DR <

1000 nt




	Slide Number 1

