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S2 Fig. PCA plots of included datasets gene expression before and after normalization. 

The PCA plots of the 6 datasets included in the meta-analysis before (a) and after batch effect adjustment 

(b). Batch effect has been adjusted using the ComBat batch effect method. The PCA plots are shown 

based on spanning of their first two principal components. After batch effect adjustment a minimal 

contribution (3.1%, and 2.6%) can be attributed to the dataset differences, which leads to a minimal 

contribution of the different batches’ variance in the meta-analysis. 

 


