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Accession

number
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E.coli
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M. luteus
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spatzle LC384118 (FPKM)

Toll LC384119 10000 

Myd88 LC384122 1000 

pelle LC384123 100 
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Am PGRP-1 [XP_001121036.2 ]

Am PGRP-S2 [XP_006564106.1]

Tc PGRP-SC2 [XP_008193407.1]

Ag PGRP-S2 [AGAP006343-PA]

Ag PGRP-S3 [AGAP006342-PA]

Dm PGRP-SD [CAD89188.1]

Dm PGRP-SC2 [CAD89184.1]

Dm PGRP-SC1A [CAD89160.1]

Dm PGRP-SC1B [CAD89168.1]

Dm PGRP-SB1 [CAD89135.1]

Dm PGRP-SB2 [CAD89145.1]

Nl PGRP-LB [XP_022191371.1]

Tm PGRP-LB [XP_969556.1]

Dm PGRP-LB [NP_001247052.1]

Ag PGRP-LB [AGAP001212-PB]

Am PGRP-SA [NP_001157187.1]

Ag PGRP-S1 [AGAP000536-PA ]

Tc PGRP-2 [XP_008192927.1]

Ps PGRP-L1a [LC384134]

Ps PGRP-L1b [LC384135]

Tc PGRP-2 [XP_970847.1]

Ps PGRP-L2 [LC384136]

Dm PGRP-LA [NP_996029.1]

Ag PGRP-LA [AGAP005205-PC]

Dm PGRP-LD [NP_001027111.1]

Ag PGRP-LD [AGAP005552-PB]

Dm PGRP-LF [NP_648299.3]

Dm PGRP-LC [NP_996030.1]

Am PGRP-LC [XP_392452.2]

Tm PGRP-LE [XP_008192547.1]

Ag PGRP-LC [AGAP005203-PB]

Nl PGRP-LC [AGK40912.1]

Dm PGRP-LE [NP_573078.1]

Tc PGRP-LE [XP_968926.1]
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PGRPTM 298aaPGRP-L1a

PGRPTMPGRP-L2 320aa

LysMLysM 217aa

supFig. 4

PGRPTM 296aaPGRP-L1b

Nishide et al.
Functional crosstalk across IMD and Toll pathways
10.1098/rspb.



supFig. 5
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Nl GRP2 [AGK40898.1]

Nl GRP7 [AGK40903.1]

Nl GRP1 [AGK40897.1]

Nl GRP3 [AGK40899.1]

Am GNBP1-2 [XP_016769332.1]

Nl GRP4 [AGK40900.1]

Tc βGRP3 [XP_972063.1]

Dm GNBP3 [NP_523986.2]

Tc GNBP2 [NP_001164284.1]

Ag GNBPA2 [XP_320146.3] [AGAP012409-PA]

Ps GNBP2 [LC384121]

Nl GRP6 [AGK40902.1]

Ps GNBP1 [LC384120]

Dm GNBP1 [AAF33849.1]

Am βGRP1 [XP_001121634.2]

Ag GNBPA1 [XP_308984.1] [AGAP006761-PA]

Dm GNBP2 [NP_730350.1]

Ap GNBP1 [XP_001944473.2]

Ap βGNBP2 [XP_008182377.1]

Nl GRP5 [AGK40901.1]

Ag GNBPB4 [XP_312118.4] [AGAP002796-PA]

Tc βGRP1 [XP_970010.1]

Ag GNBPB5 [XP_313748.3] [AGAP004456-PA]

Ag GNBPB1 [XP_313747.1] [AGAP004455-PA]

Ag GNBPB2 [XP_312116.4] [AGAP002798-PA]

Ag GNBPB3 [XP_312115.1] [AGAP002799-PA]96
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89

89
Dm lysozyme B [NP_523882.1]

Dm lysozyme D [NP_476823.1]

Dm lysozyme E [NP_476827.2]

Dm lysozyme X [NP_523881.1]

Dm lysozyme S [NP_476829.1]

Dm lysozyme P [NP_476828.1]

Dm C-type lysozyme [NP_611098.1]

Ps Lysozyme c-2 [LC384141]

Ag lysozyme [XP_315732.3] [AGAP005717-PA]

Tc lysozyme [NP_001159495.1]

Ag lysozyme [XP_308481.1] [AGAP007347-PA]

Ag lysozyme [XP_001237087.1] [AGAP007343-PA]

Ps Lysozyme c-3 [LC384142]

Ag lysozyme [XP_001237085.1] [AGAP007346-PA]

Ag lysozyme [XP_308483.3] [AGAP007344-PA]

Ag lysozyme [XP_308448.2] [AGAP007385-PA]

Ag lysozyme [XP_308446.3] [AGAP007386-PA]

Am Lysozyme [AGM19286.1]

Tc Lysozyme [KYB26736.1]

Dm C-type lysozyme [ACS70798.1]

Dm C-type lysozyme [NP_572222.2]

Dm C-type lysozyme [AAY85086.1]

Ps Lysozyme c-1 [LC384140]

Nl i-type lysozyme 7 [AGK40910.1]

Ap lysozyme [XP_001949318.2]

Nl i-type lysozyme 2 [AGK40905.1]

Nl i-type lysozyme 4 [AGK40907.1]

Ap lysozyme [NP_001156290.1]

Apis mellifera lysozyme Apis mellifera

Tc lysozyme [KYB26179.1]

Nl i-type lysozyme 3 [AGK40906.1]

Ps Lysozyme i-1 [LC384143]

Ap lysozyme [NP_001155465.1]

Nl i-type lysozyme 1 [AGK40904.1]

Nl i-type lysozyme 6 [AGK40909.1]

Nl i-type lysozyme 5 [AGK40908.1]

Ps symbiont type-C lysozyme

Ps symbiont type-C lysozyme

Ps Lysozyme b-1 [LC384138]

Ps Lysozyme b-2 [LC384139]

Wolbachia of D. simulans lysozyme M1 [WP_015588109.1]

Ap lysozyme [BAJ46211.1]
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(a) PsLysozyme b1
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(a) PsGNBP1 (b) PsGNBP20.1
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