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Gene Accession non- E.coli | M. luteus
number treated | injected | injected
spatzle LC384118
Tol LC384119 T
Myd88 LC384122
_ pelle LC384123
E tube LC384124
Traf6 LC384125
cactus LC384126
Dorsal-A LC384127
Dorsal-B LC384128
Imd LC384129
N FADD LC384130
S | Reish LC384131 ]
TAK1 LC384132
IKK-beta LC384133
GNBP1 LC384120
GNBP2 LC384121
& PGRP-Lla LC384134
8 PGRP-L1b LC384135
PGRP-L2 LC384136
LysM LC384137
Lysozyme b-1 | LC384138
g Lysozyme _b-2 | LC384139
2> | Lysozyme_c-1 | LC384140
3 | Lysozyme_c2 | LC384141
| Lysozyme ¢-3 | LC384142
Lysozyme_i-1 LC384143
o Defensinl LC384144
= | Defensin2 LC384145
< Hemiptericin LC384146
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Am PGRP-S2 [XP_006564106.1] Functional crosstalk across IMD and Toll pathways
Tc PGRP-SC2 [XP_008193407.1] 10.1098/rspb.
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—
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. rspb.
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Relative expression level to rpL32
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Relative expression level to rpL32
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Relative expression level to rpL32
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Relative expression level to rpL32
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