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Figure S1: Pie chart shows blast hit distribution of CDS of control (a) and MBEO2 samples (b). ‘A’ and ‘B’
genomes represent A. duranensis and A. ipaensis, respectively.
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Figure S2: GO enrichment analysis of control and MBEO2-treated samples. WEGO plot shows
distribution of GO terms across three categories (biological, cellular and molecular functions) in control
(a) and MBEOQ2 treatment (b)
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Figure S3: Read counts of CDS that expressed in MBEO2-treatment but not in the control. XP_008225167
encodes for EH domain containing protein 1 and XP_016200422 encodes for DNA-directed RNA
polymerase. Other four CDS remain uncharacterized.
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Figure S4. Pair-wise sequence alignment of MYB sequences (up-regulated in MBEQ2 treatment) of
peanut with Arabidopsis MYB72 (AtMYB72). MYB108 like (XP_016177474.1) shows 92.5% sequence
identity with AtMYB72.
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Figure S5: Sequence alighment showed that AtBGLU12 and BGLU42 of peanut had 44% identity A, and
AtMYC2 had 45.7% identity with peanut MYC4 B.
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Figure S6: In vitro pod colonization assay with A. niger in presence of MBEO02. (a) and (b) respectively
show that peanut seeds were incubated with control (water only), MBEO2 (O.D. 0.6), A. niger (10°
spore/ml) and fungicide for 30 min. After incubation, half seeds from MBEQ02 and fungicide treatment
were incubated with A. niger (10° spore/ml) for 30 min and kept in the dark for 72 h. Data are means +
SE (n=30-50). Picture of a representative plate is shown. Different letter shows statistical difference
among the treatments calculated by SNK test (p<0.05).
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Figure S7. MBEO2 alters the growth of A. flavus. Plate assay to show inhibitory effect of MBEO2 on A.
flavus. Spore suspension of fungi (10° spores/ml) were spreaded throughout the plate and inoculated
with two spots of 5ul MBEO2 (0.D. 0.6) followed by incubation at 25+29C. Picture was taken after 7 days
of incubation.



