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Figure S1. Robustness of reference-based shared genome hqSNV analysis pipeline.
Maximum likelihood phylogenetic analyses for 39 L. monocytogenes isolates using data collected
in (A) 2010 using GAIIx/454/Sanger and (B) 2014 using high quality MiSeq data (136,302 and
142,935 shared hqSNVs, respectively) (refer to Methods). Technical sequencing replicates
generated by different platforms, laboratories/users, sample preparation methods, and with
various data qualities and read lengths exhibit similar phylogenetic topologies and genetic
distances. Genetic distance bars indicating the shared hqSNV frequency are shown. Reference
genome: 08-5578 (3,032,624 bp); shared genome sizes: 2,554,801 bp (2010 data set) and
2,596,205 bp (2014 data set).

Figure S2. Species-wide L. monocytogenes shared genome hqSNV phylogeny. Species-wide
shared hqSNV phylogeny for L. monocytogenes isolates (n=52, 9 distinct outbreaks). A total of
143,045 hqSNV positions were identified across a shared genome of 2,595,673 bp. Reference
genome: 08-5578. Additional details in Methods. (A) Minimum spanning tree, Isolates are
colour-coded by epidemiology (inset). MLST clonal complex (CC) groups and number of
hgqSNVs between isolates are indicated. Food isolate, f; food processing equipment isolate, e;
ready-to-eat, RTE. (B) Maximum likelihood tree.

Figure S3. L. monocytogenes Lineage 1 shared hqSNV phylogeny. Shared hqSNV phylogeny
for lineage 1 L. monocytogenes isolates (n=11, 4 distinct outbreaks). A total of 15,435 hqSNV
positions were identified across a shared genome of 2,720,701 bp. Reference genome: 81-0861.
Additional details in Methods. (A) Minimum spanning tree; Isolates are colour-coded by
epidemiology (inset); MLST clonal complex (CC) groups and number of hqSNVs between
isolates are indicated; Food isolate, f; food processing equipment isolate, e; ready-to-eat, RTE.
(B) Maximum likelihood tree.

Figure S4. L. monocytogenes CC8 shared hqSNV phylogeny. Shared hqSNV phylogeny for
Clonal Complex 8 (CCS8) lineage Il L. monocytogenes isolates (n=32, 2 distinct outbreaks and 15
sporadic cases) (Table S1). A total of 361 hqSNV positions were identified across a shared
genome of 2,790,598 bp. Reference genome: 08-5578. (A) Minimum spanning tree (B)
Maximum likelihood tree. Isolates are colour-coded by epidemiology (inset). MLST clonal
complex (CC) groups and number of hqSNVs between isolates are indicated. Food isolate, f; food
processing equipment isolate, e; ready-to-eat, RTE.

Figure S5. Population structure of clinical Listeria monocytogenes in Canada. The population
structure of 536 disease-causing L. monocytogenes from Canada (1981-2013) represented by a 7-
gene MLST-based minimum-spanning tree generated in BioNumerics v6.5 [1]. Nodes correspond
to sequence type (ST); node diameters are proportional the frequency of each ST, and the
serotype is indicated (colour legend). Branch numbers show the number of allelic differences
between connected STs. Grey zones identify STs in the same clonal complex (CC).

Figure S6. Whole-genome Comparison of Canadian Isolates With Publicly Available L.
monocytogenes Genomes. Neighbour-joining phylogeny of 39 finished L. monocytogenes
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Canadian genomes (Table S1) and 23 publically available genomes (Table S7) based on global
pairwise alignments generated using ClustalW [2] and MAUVE v20150226 [3].
Epidemiologically related isolates listed in are highlighted, and serotypes and lineages are shown.
The blue zone indicated CC8 isolates. A genetic distance bar (bottom left) is indicated.

Figure S7. PFGE analysis of L. monocytogenes isolates in this study. PFGE dendrograms for
42 L. monocytogenes isolates were generated using standard PulseNet protocols and BioNumerics
v6.5 and Ascl (Panel A) or Apal (Panel B) restriction enzymes. The PFGE pattern identification
and p-values for dendrogram nodes are shown. NLEP#, isolate name. Additional details in
Methods.

Table S1. Canadian Listeria monocytogenes isolates analyzed in this study.

Table S2A. Shared hqSNV matrix for 39 L. monocytogenes isolates sequenced in 2010. A total
of 136,302 hqSNV positions were identified across a shared genome of 2,554,801 bp. Reference
genome: 08-5578. Additional details in Methods.

Table S2B. Shared hqSNV matrix for 39 L. monocytogenes isolates sequenced in 2013. A total of
142,935 hqSNV positions were identified across a shared genome of 2,596,205 bp. Reference
genome: 08-5578. Additional details in Methods.

Table S3. Species-wide shared hqSNV matrix for L. monocytogenes isolates (n=52, 9 distinct
outbreaks). A total of 143,045 hqSNV positions were identified across a shared genome of
2,595,673 bp. Reference genome: 08-5578. Additional details in Methods.

Table S4. Shared hqSNV matrix for lineage 1 L. monocytogenes isolates (n=11, 4 distinct
outbreaks). A total of 15,435 hqSNV positions were identified across a shared genome of
2,720,701 bp. Reference genome: 81-0861. Additional details in Methods.

Table S5. Shared hqSNV matrix for lineage Il L. monocytogenes isolates (n=41, 5 distinct
outbreaks). A total of 49,359 hqSNV positions were identified across a shared genome of
2,709,893 bp. Reference genome: 08-5578. Additional details in Methods.

Table S6. Shared hqSNV matrix for Clonal Complex 8 (CC8) lineage Il L. monocytogenes
isolates (n=32, 2 distinct outbreaks and 15 sporadic cases) (Table S1). A total of 361 hqSNV
positions were identified across a shared genome of 2,790,598 bp. Reference genome: 08-5578.
Additional details in Methods.

Table S7. Publically available Listeria monocytogenes genomes used in this study.

Table S8. Sequences of substituted primers used for MLST.
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Multi-Locus Sequence Typing (MLST) Minimum Spanning Tree (MST)
Canadian L. monocytogenes lIsolates, all isolates in database as of 2013-06

MLST method by Ragon et al. 2008
with alignment and MST created via
Bionumerics v6.5; numbers on
branches indicate allele differences
between connected sequence
types (ST); node diameter is
proportional to number of isolates;
node colour shows isolate serotype.
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Table S1. Canadian Listeria monocytogenes i

yzed in this study

. . . PFGE
Outb.rea.k Isolate Fl.gure 3 Year Su.bmlttmg. Specimen Source Serotype  MLST Clonal Epidemiology Reference Assembly Genowe Bioproject BioSample
Investigation designation Isolated Province/Region Type complex Ascl Apal status Accession
81-0861 NA 1981 Nova Scotia Food Coleslaw 4b 1 1 LMACL0648 LMAAL0449 Complete CP006874
PRJNA167874 SAMNO05771116
10-0809 NA 1981 Nova Scotia Clinical Stool 4b 1 1 LMACIL0160 LMAAIL0449 41 cases; 17 deaths including 2 Complete CP007167
Coleslaw, 1981 adults with meningitis, 4 stillbirths, 5 [19] PRINA167875 SAMNO7124730
81-0592 NA 1981 N Scoti Clinical Fetal blood 4b 1 1 LMACI.0160 LMAAL0449 erinatal C lete CP007526
ova scotia fnica etatbloo P omplete PRINA167873 SAMNO02713778
81-0558 NA 1981 Nova Scotia Clinical CSF 4b 1 1 LMACL0160 LMAAL0449 Complete CP007525
PRJNA167872 SAMNO02713777
10-0811 NA 1996 Ontario Food Imitation crab 1/2b 5 5 LMACI0046 LMAAL0223 2 cases: 0 deaths, severe Farber JM, Daley EM, MacKie MT, Limerick B: A small outbreak of Complete CP007169
- s . . L . . . P PRJNA167877 SAMNO07124732
Imitation crab, 1996 gastroenteritis, 1 septic and listeriosis potentially linked to the consumption of imitation crab
10-0810 NA 1996 Ontari Clinical Stool 1/2b 5 5 LMACIL.0046 LMAAIL0223 hospitalized meat. Lett Appl Microbiol 2000, 31(2):100-104. [of lete CP007168
ntario mica 00 / P PP < omprete PRINA167876 SAMNO7124731
10-0812 NA 2000 Manitob: Food Whipping C 1/2 7 7 LMACI.0118 LMAAL0122 i i [of lete CP007170
Whipping cream, anitoba 00! ipping Cream /2a 7 cases: 6 mild, 1 hospitalized and Pagotto F, Ng LK, Clark C, Fa.rber‘], Calnthan Public Healt.h omplete PRINA167878 SAMNO7124733
2000 CSF positive Laboratory Network: Canadian listeriosis reference service.
10-0813 NA 2000 Manitoba Clinical Blood 1/2a 7 7 LMACL0118 LMAAL0122 p Foodborne Pathog Dis 2006, 3(1):132-137. Complete CP007171
PRJNA167879 SAMNO07124734
Gaulin C, Currie A, Gravel G, Hamel M, Leblanc MA, Ramsay D,
10-4758 NA 2002 by Food Ch 1/2 37 37 LMACIL0616 LMAAIL0818 ! ’ ! i ’ Ci lete CP007198
Cheese C, 2002 Quebec A cese /2 17 cases: 11 hospitalized, 2 perinatal Bekal S: Summary of 11 years of enteric outbreak investigations omplete PRJNA167881 SAMNO07124736
’ L with premature births and criteria to initiate an investigation, Province of Quebec, 2002
10-4754 NA 2002 Quebec Clinical CSF 1/2a 37 37 LMACL0616 LMAAIL0818 through 2012. ] Food Prot 2014, 77(9):1563-1570, Complete CP007197 PRINA167880 SAMNO7124735
02-1792 NA 2002 British Columbia  Food Cheese 4b 1 1 LMACI.0023 LMAAL0140 Complete CP007461
PRJNA167886 SAMNO07124741
Cheese A, 2002 02-1289 NA 2002 British Columbia Clinical Stool 4b 1 1 LMACL0023 LMAALO140 7 casesincluding:2 meningitisand ., Complete CP007460
2 perinatal bacteremia PRJNA167885 SAMNO07124740
02-1103 NA 2002 British Columbi Clinical CSF 4b 1 1 LMACI0023 LMAAIL0140 Ci lete CP007459
ritish Lolumbla - Llnica omprete PRINA167884 SAMNO7124739
02-6680 NA 2002 British Columbia  Food Cheese 4b 388 n/a LMACI.0082 LMAAIL0017 Complete CP007462 PRINA167888 SAMINO7124742
Cheese B, 2002 86 febrile gastrointestinal cases [21] J
02-6679 NA 2002 British Columbia  Clinical Stool 4b 388 n/a LMACL0082 LMAAL0017 Complete CP008821
PRJNA167887 SAMN02944848
10-0934 NA 2008 by Food Ch 1/2 394 415 LMACI0149 LMAAIL0265 Ci lete CP007200
Quebee 0 eese /2 39 cases including: 7 perinatal, 1 ) omplete PRJNA167883 SAMNO7124738
Cheese D, 2008 adult death, 1 stillborn This study
10-0933 NA 2008 b Clinical Blood 1/2. 394 415 LMACI0149 LMAAIL0265 ! Ci lete CP007199
Quebec nica 00 /2 ompiete PRINA167882 SAMNO7124737
08-6569 08-E01 2008 Ontario Processing g4 processing 1/2a 292 8  LMACL0040 LMAAL0001 Complete CP006858
Environment PRJNA167896 SAMNO05771122
08-7374 08-F02 2008 Ontario Food RTE Coorsh smoked meat 1/2a 292 8 LMACIL0001 LMAAL0001 Complete CP007010
PRJNA167898 SAMNO07124749
08-6056 08-F01 2008 Ontari Food RTE turk t 1/2 292 8 LMACI0040 LMAAI0003 Ci lete CP007009
ntario o0 urkey mea /22 omplete PRINA167895 SAMNO7124748
10-0814 08-F04 2008 Ontari Food RTE t 1/2 292 8 LMACI0001 LMAAIL0001 Ci lete CP008836
ntario 00 mea /2a omplete PRINA167900 SAMN02873948
10-0815 08-F05 2008 Saskatchewan Food RTE meat 1/2a 292 8 LMACL0040 LMAAL0001 Complete CP006860
PRJNA167901 SAMNO05771120
- 1 08-C16 2008 Ontari Clinical Blood 1/2 120 8 LMACI0001 LMAAIL0001 i i i iosis- Ci lete CP001604
Ready to eat (RTE) 08-5923 ntario inical 00 /2a 57 cz.ases including 24 llSteI‘l.OSlS ) omplete PRINA36363 SAMN02603721
delimeat, 2008 confirmed deaths and 0 perinatal [8, 10] and this Study
! . 1 08-C18 2008 Saskatch Clinical Blood 1/2 120 8 LMACI.0001 LMAALO001 deaths Ci lete CP007011
08-7669 askatchewan mica 00 /22 ompiete PRINA167899 SAMNO7124750
. . CP001602/
08-5578 08-C15 2008 Ontario Clinical Blood 1/2a 292 8 LMACL0040 LMAAL0001 Complete
CP001603 PRJNA36361 SAMNO02603776
08-6997 08-C17 2008 Ontario Clinical Blood 1/2a 292 8 LMACL0040 LMAAL0003 Complete CP006859
PRJNA167897 SAMNO05771121
08-7362 08-E02 2008 Ontario Processing ;1 own 1/2a 120 8  LMACL0001 LMAAL0001 Draft CP008765
Environment : ) PRJNA215186 SAMNO02725201
. Processing
08-7363 08-E03 2008 Ont: . Unk 1/2 120 8 LMACI0001 LMAAIL0001 Draft CP008766
ntario Environment 0/ KnOWn /2a ra PRINA215187 SAMN02725202
08-7364 08-E04 2008 Ontario Processing ;1 nown 1/2a 120 8  LMACL0001 LMAAL0001 Draft CP008767
Environment PRJNA215188 SAMN02725203
10-5024 10-F03 2010 Ontari Clinical RTE iutt 1/2 120 8 LMACI0001 LMAAIL0001 Ci lete CP008837
ntario inical prosciutto /2a omplete PRINAL67905 SAMN02725200
10-1321 10-C24 2010 Ontari Clinical Blood 1/2 120 8 LMACI0001 LMAAIL0001 Ci lete CP007018
Ready to eat (RTE) ntario e 00 /22 ) omplete PRINA167904 SAMNO7124752
roseiutto ham. 2010 2 cases, 0 deaths This study
P ’ 10-1046% 10-C22 2010 Ontario Clinical Blood 1/2a 120 8 LMACI.0001 LMAAIL0001 Complete CP007017
PRJNA167902 SAMN07124751



10472 10-C23 2010  Ontari Clinical CSF 1/2 120 LMACL0001 LMAAL0001 Complete  CP006861
10-1047 ntario nica /22 omprete PRINA167903 SAMNO5771119
047 -Co1 19 i Jinical BI 1/2 12 LMACL0001 LMAAL0001 1 p 2
88-0478 88-CO 88 Ontario Clinical ood /2a 0 CL.000 000 Complete CP00686 PRINA167889 SAMNOS771118
88-1059 88-C02 1988  Newfoundland Clinical Blood 3a 120 LMACL0001 LMAAL0001 Draft CP008770
PRJNA215191 SAMN02725206
95-0093  95-C03 1995  Albert Clinical Blood 1/2 120 LMACL0001 LMAAL0001 Complete  CP007019
erea mnica 00 /2a omprete PRINA167890 SAMNO7124743
98-0291 98-C04 1998 Ontario Clinical Blood 1/2a 120 LMACL0001 LMAAL0001 Draft CPOOSTZL o N A215192 SAMNO2725207
98-2035 98-C05 1998 Ontario Clinical Blood 1/2a 292 LMACL0040 LMAAL0003 Complete  CP007020
PRJNA167891 SAMN07124744
99-6370 99-C06 1999 Newfoundland Clinical Blood 1/2a 292 LMACL0040 LMAAL0003 Complete CP007021
PRINA167892 SAMNO7124745
99-6871 99-C07 1999 Ontario Clinical Tissue 1/2a 120 LMACL0001 LMAAL0001 Draft CPOOST72 Lo N A215193 SAMNO2725208
1-12 1- 2001 i linical BI 1/2 292 LMACL0001 LMAAL0001 Draft P00694
) 0 80 01-C08 00 Ontario Clinica ood /2a 9. CL.000 000 ) ) ) raft CP006940 PRINA215181 SAMNOS771117
Sporadic Unknown epidemiology This study
01-1468 01-C09 2001 Newfoundland  Clinical Brain tissue 1/2a 120 LMACL0098 LMAAL0081 Draft CP007527
PRJNA215182 SAMN02693102
01-5252  01-C10 2001 Manitoba Clinical Blood 1/2a 387 LMACL0001 LMAAL0003 Draft CP007538
PRJNA215183 SAMN02725064
01-6771 01-C11 2001 Ontari Clinical Vit 1/2 120 LMACL0001 LMAAL0142 Draft CP008703
ntario mnica ltreous /22 ra PRINA215184 SAMN02725199
02-5993  02-C12 2002 Ontario Clinical Blood 1/2a 120 LMACL0001 LMAAL0001 Complete  CP007007
PRJNA167893 SAMNO07124746
03-5473  03-C13 2003 Ontario Clinical Blood 1/2a 120 LMACL0001 LMAAL0001 Draft CP008773
PRJNA215185 SAMN02725200
04-5457 04-C14 2004  Ontari Clinical Blood 1/2 292 LMACL0001 LMAAL0001 Complete  CP007008
ntario mnica 00 /2a omprete PRINA167894 SAMNO7124747
10-0819 10-C21 2010 Ontari Clinical Blood 1/2 8 LMACL0618 LMAAL0003 Draft CP008768
ntario nica 00 /2 ra PRJNA215189 SAMN02725204
114254 11-C25 2011 British Columbia  Clinical Blood 1/2a 120 LMACL0573 LMAAL0214 Draft CP008769
PRJNA215190 SAMN02725205
10-5025 NA 2009 Ontario Food Fully cooked bacon flakes 1/2c 9 LMACL0036 LMAAL0658 Same establishment as 10-5025 Complete CP007194
PRINA167906 SAMNO7124753
Non-Outbreak i i - di i
s 10-5026 NA 2009  Ontario Processing — Composite swab: dicer exitand 1/2¢ 9 LMACL0036 LMAAL0658 ~Same establishment as 10-5026 This study Complete CP007195
Associated FPE environment blade
PRJNA167907 SAMNO7124754
Composite swab: chute, 2 trays,
10-5027 NA 2009 Ontario Processing  scoop, polybagliner, inside hopper, 5 9 LMACL0036 LMAALO0863 Distinct establishment Complete CP007196
environment hopper leveling bar, belt top &
bottom PRJNA167908 SAMN07124755

RTE, ready to eat; CSF, cerebrospinal fluid; FPE, Food Processing Equipment; PFGE, pulsed-field gele electrophoresis

Average depth of coverage from 115-1227x completed genomes (n=37) using Roche 454 and Illumina data, and from 46-171x (or >50x) for draft genomes (n=13) using GAIIx data.

"Isolates 08-5923 and 08-7669 originally included in 2008 deli meat outbreak investigation deemed unlikely associated due to conflicting epidemiology and typing analyses [8]

2Same patient

3Common serotype in FPE but uncommon pathogen

Genomes for 08-5578 and 08-5923 were published previously [10]



Table S2A. Core hqSNV distance matrix for 39 Listeria monocytogenes isolates (2010 dataset)

Isolate $ & & & & & P F c;&b %@ & & & & L § & & F $° c;“q;e} & & LI A A ST A SR P S

S N S A 44 N A A A AN A SR A A AN A A A S SO S S A SIS A A N S A A
100933 0 0 109608 109609 109608 109609 109601 109601 109601 20278 20278 20278 109660 109650 20506 20505 20352 20345 20343 20342 20342 20342 20342 20341 20341 20341 20341 20341 20341 20341 20341 20343 20341 20341 20341 20339 109167 109170 22117 22116
100934 0 0 109608 109609 109608 109609 109601 109601 109601 20278 20278 20278 109660 109650 20506 20505 20352 20345 20343 20342 20342 20342 20342 20341 20341 20341 20341 20341 20341 20341 20341 20343 20341 20341 20341 20339 109167 109170 22117 22116
810592 109608 109608 O 13 14 18 142 142 142 109679 109679 109679 6665 6666 109190 109189 108762 108756 108754 108754 108754 108754 108754 108753 108753 108753 108753 108753 108753 108753 108753 108753 108753 108753 108753 108751 9295 9204 108818 108817
100809 109609 109609 13 0 15 21 145 145 145 109680 109680 109680 6668 6667 109191 109190 108763 108757 108755 108755 108755 108755 108755 108754 108754 108754 108754 108754 108754 108754 108754 108754 108754 108754 108754 108752 9296 9297 108819 108818
810558 109608 109608 14 15 0 20 144 144 144 109679 109679 109679 6667 6666 109190 109189 108760 108754 108752 108752 108752 108752 108752 108751 108751 108751 108751 108751 108751 108751 108751 108751 108751 108751 108751 108749 9295 9296 108818 108817
810861 109609 109609 18 21 20 0 148 148 148 109680 109680 109680 6669 6668 109191 109190 108761 108755 108753 108753 108753 108753 108753 108752 108752 108752 108752 108752 108752 108752 108752 108752 108752 108752 108752 108750 9298 9299 108819 108818
021289 109601 109601 142 145 144 148 0O 0 0 109676 109676 109676 6664 6665 109186 109185 108759 108753 108751 108751 108751 108751 108751 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108748 9297 9296 108819 108818
021103 109601 109601 142 ~ 145 144 148 0O 0 0 109676 109676 109676 6664 6665 109186 109185 108759 108753 108751 108751 108751 108751 108751 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108748 9297 9296 108819 108818
021792 109601 109601 142 145 144 148 0O 0 0 109676 109676 109676 6664 6665 109186 109185 108759 108753 108751 108751 108751 108751 108751 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108750 108748 9297 9296 108819 108818
105025 20278 20278 109679 109680 109679 109680 109676 109676 109676 O 0 22 109772 109771 21142 21141 19049 19042 19040 19040 19040 19040 19040 19039 19039 19039 19039 19039 19038 19038 19038 19040 19038 19039 19039 19036 109290 109293 20524 20523
105026 20278 20278 109679 109680 109679 109680 109676 109676 109676 0 0 22 109772 109771 21142 21141 19049 19042 19040 19040 19040 19040 19040 19030 19039 19039 19030 19039 19038 19038 19038 19040 19038 19039 19039 19036 109290 109293 20524 20523
105027 20278 20278 109679 109680 109679 109680 109676 109676 109676 22 22 0 109772 109771 21144 21143 19051 19044 19042 19042 19042 19042 19042 19041 19041 19041 19041 19041 19040 19040 19040 19042 19040 19041 19041 19038 109290 109293 20526 20525
026679 109659 109659 6666 6667 6666 6668 6665 6665 6665 109771 109771 109771 1 0 109257 109256 108794 108788 108786 108786 108786 108786 108786 108785 108785 108785 108785 108785 108785 108785 108785 108785 108785 108785 108785 108783 8962 8963 108964 108963
026680 109660 109660 6665 6668 6667 6669 6664 6664 6664 109772 109772 109772 O 1 109258 109257 108795 108789 108787 108787 108787 108787 108787 108786 108786 108786 108786 108786 108786 108786 108786 108786 108786 108786 108786 108784 8963 8962 108965 108964
100812 20506 20506 109190 109191 109190 109191 109186 109186 109186 21142 21142 21144 109258 109257 O 1 21377 21370 21368 21367 21367 21367 21367 21366 21366 21366 21366 21366 21366 21366 21366 21368 21366 21366 21366 21362 108660 108663 22003 22002
100813 20505 20505 109189 109190 109189 109190 109185 109185 109185 21141 21141 21143 109257 109256 1 0 21376 21369 21367 21366 21366 21366 21366 21365 21365 21365 21365 21365 21365 21365 21365 21367 21365 21365 21365 21361 108659 108662 22002 22001
087669 20352 20352 108762 108763 108760 108761 108759 108759 108759 19049 19049 19051 108795 108794 21377 21376 O 7 25 23 23 23 23 2 2 2 2 2 2 23 23 25 23 22 22 19 108314 108317 20988 20987
085923 20345 20345 108756 108757 108754 108755 108753 108753 108753 19042 19042 19044 108789 108788 21370 21369 27 0 8 18 18 18 18 17 17 17 17 17 4 4 4 6 16 17 17 14 108308 108311 20981 20980
025993 20343 20343 108754 108755 108752 108753 108751 108751 108751 19040 19040 19042 108787 108786 21368 21367 25 18 0 % 1% 16 16 15 15 15 15 15 14 14 14 16 14 15 15 12 108306 108309 20979 20978
08-6569 20342 20342 108754 108755 108752 108753 108751 108751 108751 19040 19040 19042 108787 108786 21367 21366 23 18 16 0 2 4 2 3 1 1 1 1 4 1 1 16 14 3 3 10 108306 108309 20979 20978
08-6997 20342 20342 108754 108755 108752 108753 108751 108751 108751 19040 19040 19042 108787 108786 21367 21366 23 18 16 2 0 4 2 3 1 1 1 1 4 14 14 16 14 3 3 10 108306 108309 20979 20978
087374 20342 20342 108754 108755 108752 108753 108751 108751 108751 19040 19040 19042 108787 108786 21367 21366 23 18 16 4 4 0 4 3 3 3 3 3 4 18 14 16 14 3 3 10 108306 108309 20979 20978
100814 20342 20342 108754 108755 108752 108753 108751 108751 108751 19040 19040 19042 108787 108786 21367 21366 23 18 16 2 2 4 0 3 1 1 1 1 4 1 1 16 14 3 3 10 108306 108309 20979 20978
101046 20341 20341 108753 108754 108751 108752 108750 108750 108750 19038 19038 19040 108786 108785 21366 21365 23 4 14 14 14 14 14 13 13 13 13 13 0 0 0 2 12 13 13 10 108305 108308 20977 20976
101047 20341 20341 108753 108754 108751 108752 108750 108750 108750 19038 19038 19040 108786 108785 21366 21365 23 4 14 14 14 14 14 13 13 13 13 13 0 0 0 2 12 13 13 10 108305 108308 20977 20976
101321 20341 20341 108753 108754 108751 108752 108750 108750 108750 19038 19038 19040 108786 108785 21366 21365 23 4 4 14 14 14 14 13 13 13 13 13 0 0 0 2 12 13 13 10 108305 108308 20977 20976
04-5457 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 3 3 3 3 0 2 2 2 2 B3 13 13 15 13 2 2 9 108305 108308 20978 20977
085578 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 1 1 3 1 2 0 0 0 0 313 13 15 13 2 2 9 108305 108308 20978 20977
08-5578v3 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 1 1 3 1 2 0 0 0 0 13 13 13 15 13 2 2 9 108305 108308 20978 20977
08-6056 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 1 1 3 1 2 0 0 0 0 1313 13 15 13 2 2 9 108305 108308 20978 20977
100815 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 1 1 3 1 2 0 0 0 0 1313 13 15 13 2 2 9 108305 108308 20978 20977
105024 20343 20343 108753 108754 108751 108752 108750 108750 108750 19040 19040 19042 108786 108785 21368 21367 25 6 6 16 16 16 16 15 15 15 15 15 2 2 2 0 14 15 15 12 108305 108308 20979 20978
880478 20341 20341 108753 108754 108751 108752 108750 108750 108750 19038 19038 19040 108786 108785 21366 21365 23 16 14 14 14 14 14 13 13 13 13 13 12 12 12 14 0 13 13 10 108305 108308 20977 20976
982035 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 3 3 3 3 2 2 2 2 2 13 13 13 15 13 0 2 9 108305 108308 20978 20977
996370 20341 20341 108753 108754 108751 108752 108750 108750 108750 19039 19039 19041 108786 108785 21366 21365 22 17 15 3 3 3 3 2 2 2 2 2 313 13 15 13 2 0 9 108305 108308 20978 20977
950093 20339 20339 108751 108752 108749 108750 108748 108748 108748 19036 19036 19038 108784 108783 21362 21361 19 14 12 10 10 10 10 9 9 9 9 9 0 10 10 12 10 9 9 0 108303 108306 20975 20974
100810 109167 109167 9295 9296 9295 9298 9297 9297 9297 109290 109290 109290 8963 8962 108660 108659 108314 108308 108306 108306 108306 108306 108306 108305 108305 108305 108305 108305 108305 108305 108305 108305 108305 108305 108305 108303 0 3 108402 108401
100811 109170 109170 9294 9297 9296 9299 9296 9296 9296 109293 109293 109293 8962 8963 108663 108662 108317 108311 108309 108309 108309 108309 108309 108308 108308 108308 108308 108308 108308 108308 108308 108308 108308 108308 108308 108306 3 0 108405 108404
104758 22117 22117 108818 108819 108818 108819 108819 108819 108819 20524 20524 20526 108965 108964 22003 22002 20988 20981 20979 20979 20979 20979 20979 20978 20978 20978 20978 20978 20977 20977 20977 20979 20977 20978 20978 20975 108402 108405 O 1
10-4754 22116 22116 108817 108818 108817 108818 108818 108818 108818 20523 20523 20525 108964 108963 22002 22001 20987 20980 20978 20978 20978 20978 20978 20977 20977 20977 20977 20977 20976 20976 20976 20978 20976 20977 20977 20974 108401 108404 1 0




Table $2B. Core hqSNV distance matrix for 39 Listeria monocytogenes isolates (2014 dataset)

>
&
N

NI

N
oS
o
S

A
qf’(’
&

&
&

N

IS
K

50
é9
&
of

2

&

Isolate & ,@“’v ¢ 9""$ & £ S &
~ N4 @ S L L34 & N4 &
10-0933 0 0 115441 115440 115440 115438 115431 115430 115430
10-0934 0 0 115441 115440 115440 115438 115431 115430 115430
810592 115441 115441 0 15 13 17 147 148 148
10-0809 115440 115440 15 0 12 18 148 149 149
810558 115440 115440 13 12 0 14 146 147 147
810861 115438 115438 17 18 14 0 150 149 149
021289 115431 115431 147 148 146 150 0 1 3
021103 115430 115430 148 149 147 149 1 0 2
021792 115430 115430 148 149 147 149 3 2 0

10-5025 21096 21096 115400 115399 115399 115397 115394 115393 115393
10-5026 21096 21096 115400 115399 115399 115397 115394 115393 115393
10-5027 21095 21095 115399 115398 115398 115396 115393 115392 115392
02-6679 115397 115397 6862 6861 6859 6863 6858 6859 6859

02-6680 115396 115396 6863 6860 6860 6864 6859 6860 6860

10-0812 21294 21294 1148838 114885 114885 114883 114879 114878 114878
10-0813 21293 21293 114887 1148384 114884 114882 114878 114877 114877
08-7669 21594 21594 114466 114465 114465 114463 114462 114461 114461
08-5923 21588 21588 114461 114460 114460 114458 114457 114456 114456
02-5993 21586 21586 114459 114458 114458 114456 114455 114454 114454
08-6569 21585 21585 114459 114458 114458 114456 114455 114454 114454
08-6997 21585 21585 114459 114458 114458 114456 114455 114454 114454
08-7374 21585 21585 114459 114458 114458 114456 114455 114454 114454
10-0814 21585 21585 114459 114458 114458 114456 114455 114454 114454
10-1046 21585 21585 114459 114458 114458 114456 114455 114454 114454
10-1047 21585 21585 114459 114458 114458 114456 114455 114454 114454
10-1321 21585 21585 114459 114458 114458 114456 114455 114454 114454
04-5457 21584 21584 114458 114457 114457 114455 114454 114453 114453
08-5578 21584 21584 114458 114457 114457 114455 114454 114453 114453
08-5578v3 21584 21584 114458 114457 114457 114455 114454 114453 114453
08-6056 21584 21584 114458 114457 114457 114455 114454 114453 114453
10-0815 21584 21584 114458 114457 114457 114455 114454 114453 114453
10-5024 21586 21586 114458 114457 114457 114455 114454 114453 114453
88-0478 21584 21584 114458 114457 114457 114455 114454 114453 114453
98-2035 21584 21584 114458 114457 114457 114455 114454 114453 114453
99-6370 21584 21584 114458 114457 114457 114455 114454 114453 114453
95-0093 21582 21582 114456 114455 114455 114453 114452 114451 114451
10-0810 114343 114343 10103 10100 10100 10104 10100 10101 10101
10-0811 114342 114342 10104 10103 10101 10101 10101 10102 10102
10-4758 23243 23243 114343 114342 114342 114340 114339 114338 114338
10-4754 23242 23242 114342 114341 114341 114339 114338 114337 114337
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Table S3. Species-wide core hqSNV distance matrix.

o \J N \J > 47 > ® > \2 \4 9 J
consl  Outbreak strain §F &P D d KT A a4 &
lonal utbreal Isolate & 8 & 8 f & & ¥ Y P F S
Complex Investigation (2008 deli meat
. e C F C F C C F C C C F C F F C F C FPE FPE FPE C C C F FPE C F F C F F FPE FPE FPE C C C C C C C C C C C C C C C C C C *Isolate Type
5 10-0810 0 5 0759 9758 ##H# HHHH HHHH HHHE B HEHE O BHHE BEEE B B BHER BEHE B B BHER B B BEEE BRER B B HEEE BRER HHEE BEHE O HEHE HEBE BHEE B BEEE BHRE BERE B BEEE BHRE BEEE O HHH B BHRR BHEE B BEEH BRER BHH BB BRER HEER B
10-0811 5 O 9760 9761 #### #Hi## HuHE HHHE B HERE B B B BEER REEE BHE HRER B REEE BRI HHEE BRI BRI I BHER R BHIE I BHER RERE B I HHEE BEEE R B HEER O REIE BHE HHER B RERE BHHE HHER BHER R BHIEE O BHER
n/a 2002 Cheese B 02-6679 9759 9760 0O 1 6853 6854 6854 6856 6857 6854 6858 #itH# HitHH HHHH HHHE HHHE HHHE R BHER BHHE BHEE OBHEE BRER HHHE BREE HREE O BRER HREE B HREE BEEE BERE HHHE BHEE BHRE BERE BN RHEE BHRR BB HHHE B BHER BHEE B BEER BRER OB B HRER HEER B
02-6680 9758 9761 1 0 6854 6855 6855 6855 6858 6855 6859 #Hi## HiH# HiHH HHHH HHHR HHHE B HHER B BEEE O HHHE HHER BHER BHHE B HHEE BEER O HHIE B HEER BHEE BHRE B B RERE B B B REER BEHE B B R BEIEE B BHER HRER BEEE I HHEH
02-1289  H#u## #### 6853 6854 O 1 3 148 147 146 150 #H#H## HHHE HEHE BHER BEHE HHHE B BHER OB B BHER BRER HHH B BREE BEER HHHE B BHEE HHEE BERE HHH BHEE O BHRE BEEE O HHH BHEE BHRR BEEE O HHH BHEE BHER BHEE B BHER HRER B B BEER HEER B
2002 Cheese A 02-1103  #### #### 6854 6855 1 0 2 149 148 147 149 HiHH HHHH HHHE RHHE HREH HHE RHEE B HRER OB BEHE OB HHHE BEER R BRI D BHRER BEEE BHEE D BHER O RERE O BRI B HERE O BEIE BHEE BHER R REIE BHHE HRER R REEE B HHER HEER B
02-1792  #### ##H#H 6854 6855 3 2 0 149 148 147 149 HHHH HHHE HEHE HHER BHHE HHHE B BHER O BHHE BHEE OB BRER HHHE B HEER BRER HIHE B HEER BEER BREE HHEE BEEE BERE BEEE O HHHE REEE BHRR BEEHE HHHE HEER BHER OB HHHE BEER HRER HHHE B HRER HEER B
1 10-0809  #### #i### 6856 6855 148 149 149 [ 15 12 18 HEHE HHRE HHEH HEER ORHEE O BHHE BRER HHE BHEE BHHE O BHER R BRI B BRER HEEE BHEE D HHER BEEE O HEHE BRI B HEER BEEE RERE BHEE B REEE BHE HHEE OB HEER BRI O BHER R BEEE BN HHER
1981 Coleslaw 81-0592  #### #it## 6857 6858 147 148 148 15 0 13 17 HEHH HERE BEHE R BEER HERE BEHE OHHE O BHER BREE B HHEE BHER BREE O BHHD HHEE BHER BEEE O HHHE O HHEE BHER BEEE B BEEE BHER BEHE O HHHE REEE OREER O BEHE BHHE R BEER HHHE BHEHE OHHER BHER BHHE BEEE HHER HHER
81-0558  #### HitHH# 6854 6855 146 147 147 12 13 0 14 HEHE HHEE HHEH R OREEE BHHE RRER HHEE BEEE BHHE R BHER R BRI B BRER HEEE S HIHE BEER BRI BRI B HERR B RHRE R R REEE BHE HHEE OB R BRI O BHRER R BRI BN B
81-0861  #### #it## 6858 6859 150 149 149 18 17 14 O HEHE O B R B B BRI B I R B I I I B T I R B B R I R RERE S I B R B I B S I I BHER I HHE B
15 2008 Cheese D 10-0933  #H#H# HEHH HEHE HIHHE B BHER HEHE B B BHER #EHE O O HEHE HHHE HHEE BHER HEER OREER B BRER HHR RHEE B HHER HEER HHEE HHIE OB HEER BEEE RHRE BEHE BHER RERE T BHEE B BEER BEEE BHEE BRER HHR REEE BHE RRER OHHER HEER BHIE OB HHER
10-0034  #### Hit4# HHHE HIHHE B BEER . HEEE HHE BHER BEEE O [R5 E E  C
7 2000 Whipping 10-0812  ###H# HEHH HHHH HHHE B HHER HEHE BHEE B BEEE HERE BEEE HEE O 1 B B B BHER BHHE B HEHE BHER HHEE BREE HEHE O BHER HHEE B BEEE BHER HHEE B BEEE BHEE HERE B BHEE BHER BEEE B B BHER BHEE B BHEH HEER BHHE B HRER HEER B
Cream 10-0813  #### HiH# HHHE HHHE HHER HEEE BHEE I BHER RERE B HEEE #HH 1 (O 5 S s
37 2008 Cheese C 10-4758  HHHE HEHE HEHE HHHE B BHER HEEE B OB BHER BEEE BERE R BEER HEHE O 1 B HHHE BEEH OBHER B B HHHEE BHER BRI BEHE HEHE BHER HREE BIHHE BEEE BHRE BEEE BHHE B BHER BEHE B R BHER OB B HHE BHER HHEE OB HHEE BHER HEEE OB
10-4754  #H## HHHH HHEE HHHE HHER BEEE HHHE HHHE B BEEE . HHEE B HEER B 1 O HHHE BHIHE HHEE B HEHE BHIEE B BHER HEER BHIE D BHER HEEE B D B BEEE S B B HEEE BEE BHE BHER HER O REEE HHHE HHER B RHEE B HHEH HEER B HHHE
10-5027  #iHE HEHE HEEH B BHHE OBHEE HEEE BERE HHHE REEE O BERE BEEE HHH REEE HEER BEEE B O 23 23 HHHE HEER HEER HHHD B RREE HRER O HHHE B BHER BEER BEHE HHEE O BHEE BERE BERE HHH RHEE O BHRE BEEE HHH BHER HHRR BHEE B REER BRER BHH BB BRER HEER B
9 10-5025  #H## HEHHE HHHE HHHE HEER CHEHE B HIHE HHHER RERE O HEHE B B RERE BEHE HHEE #HER 23 0 O HEHE HHHE HHER OB R B HEE HEER HE BHIE HIHEE BEER REEE B B I REHE D I R B B IR BHIE I BHER O RERE BN B
10-5026  #H##HE HEHE HEEE HHHE B BEER O BEEE BEEE HHHE O BEHE BHRR BEEE HHHE HEHE BEER BEHE HHH 23 0 O HHHH HEHE BHH HHEE BHER BEEE HHHD B BHER BREE HHHE O HHEE BHER O BEEE B R BHER O BERE BEHE OB BHER HERE BEEHE B BHER HHEE BHEE O HHEE BHER HREE HHH B
10-1046  #H## HEHHE HHIE HIHE HEER BEEE T BRI B HEER REIE RHRE B B RERE BHE R B HEER B O 0 0 3 17 16 16 16 17 17 17 18 18 18 25 5 16 16 16 18 17 13 15 17 17 24 21 24 24 22 82 124
2010 Prosciutto 10-1047  #H## HiaH i HIHHE B BB IHEHE B BHEE R BEE R B B REEE I B e B O 0 0 3 17 16 16 16 17 17 17 18 18 18 25 5 16 16 16 18 17 13 15 17 17 24 21 24 24 22 82 124
10-1321  ##HHE HEHH HHHH B B HEEE HHRH BHEE B BEEE HHEE HEEE B B HERE B HHHE B BHER HEHE O 0 0 3 17 16 16 16 17 17 17 18 18 18 25 5 16 16 16 18 17 13 15 17 17 24 21 24 24 22 82 124
10-5024  #H##  HiHHE HHIE HIHHE BHER BERE S I B BERE HHEHE R B R I B S B B 3 3 3 0 18 17 17 17 18 18 18 19 19 19 26 6 17 17 17 19 18 14 16 18 18 25 22 25 25 23 83 125
08-6569  #### #HitH HHHE HHHH HHHE B B BHER HEHE B B BHEE HEHE HEEE B BHEE HHHE HEEE HEBE BER 17 17 17 18 0 1 1 1 2 2 4 15 15 15 22 20 3 3 3 5 4 10 14 16 16 21 18 25 25 21 83 125
08-5578  Huth HiHHH HHHH I HHIE HHHE BHER BRI B BERE D B R HEE B BHER HHEH 16 16 16 17 1 0 [¢] 0 1 1 3 14 14 14 21 19 2 2 2 4 3 9 13 15 15 20 17 24 24 20 82 124
1 08-6056  #### #HitHH HHHE HHHH HEEE B BB BHER BEEE HHHE REEE BHER BEHE B REEE BHER BEHE HHEE HEEH BHER 16 16 16 17 1 0 0 0 1 1 3 14 14 14 21 19 2 2 2 4 3 9 13 15 15 20 17 24 24 20 82 124
10-0815  #### #Hith# HHHE HHHE HHEH BEER HEHE HHIE HHEE BEER BERE BHEE HEEE B RERE BHHE HHEE BHER R B 16 16 16 17 1 0 0 0 1 1 3 14 14 14 21 19 2 2 2 4 3 9 13 15 15 20 17 24 24 20 82 124
08-6997  HiH# HHHE HHHE HHHE HEHE HHHE B BHER BEEE O HHEE B BHER O BEHE O HHHE REEE BHER O BEHE BHEE BEEH BEER 17 17 17 18 2 1 1 1 0 2 4 15 15 15 22 20 3 3 3 5 4 10 14 16 16 21 18 25 25 21 83 125
2008 deli meat 2 10-0814  #H## #Hi## HHHE HHHE HHEE BEER HEHE BHIE B BEER BEHE BERE B B REEE BEHE HHEE BHER R B 17 17 17 18 2 1 1 1 2 0 4 15 15 15 22 20 3 3 3 5 4 10 14 16 16 21 18 25 25 21 83 125
3 08-7374  HuH# HHHE HHHE HHEE HEEE HHHE B BHEE BEEE HHEE B RHER BEEE HHHE REEE BEER BEHE B HEER BEER 17 17 17 18 4 3 3 3 4 4 0 15 15 15 22 20 3 3 3 5 4 10 14 16 16 21 18 25 25 21 83 125
08-7362  HH#H HHHHH HHEH R HHIE B BEER REEE HHHE D B RERE D B R REE B BHER 18 18 18 19 15 14 14 14 15 15 15 0 [ [ 23 21 14 14 14 16 15 11 15 17 17 22 19 26 26 22 84 126
4 08-7363  HuH# HHHHE M HHER BEEE HHHE B BHER O BEEE O HHEE B BHER BEHE HHHE REEE HEER BEHE B HEEH BEER 18 18 18 19 15 14 14 14 15 15 15 0 0 0 23 21 14 14 14 16 15 11 15 17 17 22 19 26 26 22 84 126
08-7364  HHHE HHHH HHHR T BHIE B HEER REEE B HIHE B RERE HEHE B B R REE B BHER HHR 18 18 18 19 15 14 14 14 15 15 15 0 0 0 23 21 14 14 14 16 15 11 15 17 17 22 19 26 26 22 84 126
5 08-7669* #ittt HitHtt HiHH M BHEE HEHE B B B B BB HEHE BERE BB SR SRS B B HEEE 25 25 25 26 22 21 21 21 22 22 22 23 23 23 0 28 21 21 21 23 22 18 22 24 24 29 26 33 33 29 91 133
8 6 08-5923*  #iH HitHH HHHH HHHH HHEE B B B B HHER BB B BHIE RERE BEEE HHER R BB B B S 5 5 6 20 19 19 19 20 20 20 21 21 21 28 0 19 19 19 21 20 16 18 20 20 27 24 27 27 25 85 127
O4-5457  HH#H HiHH HHHR B HHIEE O HHEE BHER BERE S I B BERE B R HEE HHEE BHER 16 16 16 17 3 2 2 2 3 3 3 14 14 14 21 19 0 2 2 4 3 9 13 15 15 20 17 24 24 20 82 124
08-2035  H#H## HiHH HHHE HHHH HEEE HIHHE B BHEE BEEE HIHEE B BHER BEHE B R BHER HEHE B B BHER 16 16 16 17 3 2 2 2 3 3 3 14 14 14 21 19 2 ) 2 4 3 9 13 15 15 20 17 24 24 20 82 124
99-6370  HH## HiHH HHHH HHHE HHIE HHHE BHER BRI B BRI B R REE B BHER 16 16 16 17 3 2 2 2 3 3 3 14 14 14 21 19 2 2 0 4 3 9 13 15 15 20 17 24 24 20 82 124
98-0291  #uH# HiHHE HHHE HHHR HEHE HIHHE B BHEE BEEE B R BHER BEEE HHHE REEE BHER O BEHE B HEEH BEER 18 18 18 19 5 4 4 4 5 5 5 16 16 16 23 21 4 4 4 0 5 11 15 17 17 22 19 26 26 22 84 126
01-1280  #### HiHH HHEH S BHIE HHHE BHER BEEE S B B RERE R B HEER REE HHEE BHER R 17 17 17 18 4 3 3 3 4 4 4 15 15 15 22 20 3 3 3 5 0 10 14 16 16 21 18 25 25 21 83 125
O95-0093  HHH# HHHE HHHE HHEE HEEE O HHHD B BHER BEEE BHEE B BHEE HERE BEEE R BHER O HURE BEEE HHH HHER 13 13 13 14 10 9 9 9 10 10 10 11 11 11 18 16 9 9 9 11 10 0 10 12 12 13 10 21 21 17 79 121
88-0478  HH#H HiHH HHHE HEHE HHHE HHHE BHER REEE O HEHE BRI B HERR BEEE BHRE HHER B REEE B HHEE s 15 15 15 16 14 13 13 13 14 14 14 15 15 15 22 18 13 13 13 15 14 10 0 14 14 21 18 23 23 19 81 123
Sporadic 01-5252  Hu## HHHHE HHHE HHER HEEE HHHE B BHEE BEEE O HHEE REEE RERR BEHE O HHE R BEER O BEHE HHHE B BEER 17 17 17 18 16 15 15 15 16 16 16 17 17 17 24 20 15 15 15 17 16 12 14 0 4 23 20 25 25 17 83 125
02-5993  HHH#H HHHH HEHR HHHE BHEE HHHE HHER REEE B B B RERE B B B HEER O REEE HHEHE BHER HHR 17 17 17 18 16 15 15 15 16 16 16 17 17 17 24 20 15 15 15 17 16 12 14 4 0 23 20 25 25 17 83 125
01-1468  #uH# HHH HHHE HHER BEHE HHHE B BHER BEEE HHEE HEEE REER BEHE O HHHE HEEE REER BEHE HHHE HHER BEER 24 24 24 25 21 20 20 20 21 21 21 22 22 22 29 27 20 20 20 22 21 13 21 23 23 0 15 32 32 28 90 132
03-5473  HHH#E B HEER HEHE BHIE HIHE BHER RERE HEHE B B BERR B BHRE BHER R RERE BHE HHER S 21 21 21 22 18 17 17 17 18 18 18 19 19 19 26 24 17 17 17 19 18 10 18 20 20 15 0 29 29 25 87 129
O1-6771  H#H HiHH HHEH B BHIE HHEE BHEE BERE I B BERE B I B SR I BHER R 24 24 24 25 25 24 24 24 25 25 25 26 26 26 33 27 24 24 24 26 25 21 23 25 25 32 29 0 6 30 90 132
99-6871  HHHE HHHH HHHH HHHE HHEE BN HHER OREEE R B BHER RERE OB HHEE BHER HHER REEE BHEE BEER HHHR 24 24 24 25 25 24 24 24 25 25 25 26 26 26 33 27 24 24 24 26 25 21 23 25 25 32 29 6 0 30 9 132
88-1059  #H## HiHH HHHH HHHE HHIE HIHHE BHEE BEEE IHEHE B HHE HEER BEE B B B HERE B R B 22 22 22 23 21 20 20 20 21 21 21 22 22 22 29 25 20 20 20 22 21 17 19 17 17 28 25 30 30 0 88 130
11-4254  #HHE HEHE HEEH HHEE B HEEE BHER HEEE HHHE BEEE BHEE BEEE B REEE BHER B B REEE BHER BEHE 82 82 82 83 83 82 82 82 83 83 83 84 84 84 91 85 82 82 82 84 83 79 81 83 83 20 87 20 el 88 0 150
10-0819  #i## H#H## #HHH HEHE B B IR HREE BRI B I R HHEE B B HEHE BEER SR #EER 124 124 124 125 125 124 124 124 125 125 125 126 126 126 133 127 124 124 124 126 125 121 123 125 125 132 129 132 132 130 150 0

*Isolate types: C, Clinical; F, Food; FPE, Food processing environment.
*lsolates origincally included in outbreak investigation due to PFGE patterns that were later excluded due to contrary epidemiological evidence.
Note: Outbreak isolates without epidemiological links to outbreak were omitted from pairwise analysis (Figure 2). Epidemiologically-related pairs (green); pairs with known no epidemiolgical link belonging to the same CC (blue); pairs with known no epidemiolgical link belonging to a different CC (red);



Table S4. Lineage | core hqSNV distance matrix

Isolate 10-0810 10-0811 02-6679 02-6680 02-1103 02-1289 02-1792 81-0592 10-0809 81-0861 81-0558

Clonal Outbreak
Complex Investigation
C F F C C C F C C F C *Isolate Type
5 10-0810 0 1 11307 11307 11443 11443 11443 11450 11449 11449 11446
5 10-0811 1 0 11308 11308 11444 11444 11444 11451 11450 11450 11447
n/a 02-6679 11307 11308 0 0 7928 7928 7928 7934 7933 7933 7930
2002 Cheese B
n/a 02-6680 11307 11308 0 0 7928 7928 7928 7934 7933 7933 7930
02-1103 11443 11444 7928 7928 0 0 0 165 164 164 161
2002 Cheese A 02-1289 11443 11444 7928 7928 0 0 0 165 164 164 161
02-1792 11443 11444 7928 7928 0 0 0 165 164 164 161
1 81-0592 11450 11451 7934 7934 165 165 165 0 17 17 14
10-0809 11449 11450 7933 7933 164 164 164 17 0 16 13
1981 Coleslaw
81-0861 11449 11450 7933 7933 164 164 164 17 16 0 11
81-0558 11446 11447 7930 7930 161 161 161 14 13 11 0

#|solate types: C, Clinical; F, Food; FPE, Food processing environment.

Note: Outbreak isolates without epidemiological links to outbreak were omitted from pairwise analysis (Figure 2). Epidemiologically-realted pairs (green); pairs with known no epidemiolgical link belonging to the
same CC (blue); pairs with known no epidemiolgical link belonging to a different CC (red);



Table S5. Lineage Il core hqSNV distance matrix

Clonal Outbreak  Strain (2008deli 99'9 b@’ 9’6»“’ ’ ( & \9@ §@ ' & :\,,,6\/ &,@ ‘@ 6’@ &q@ ”& &&Q’ 9%4’ 9%»& &,«u :\é"” ?,0;3: ’ & :&,e ?,é,« é\o ,w°°’(° 9@@ 9& ’ & f’qgﬁ §<,® 9"& &\9 ’;c,v ”@b ,@"'\' b“’«s
Complex Investigation . Meat AN SN N Py FdFFFF I FIPTYSIFIFIFIFIFIFYFHF G I F ISP
investigation) FPE FPE FPE_C _F _F _C F_C € C C F FPE FPE FPE FPE C C C € € € € C € € € € € € € € C C € € € € € €  *golateType
105027 O 27 27 HihH A GHAE GHAE GHAE GHAE AHAE GHAE AHAE AHAE AHAE AUAE AHAE AHRE GHAE AHRE GHRE AHRE AHRE HURE AURE AURE AURR HUAR HHAR HUAE HUAR HUAR AHAR HHAR AUAR HUA HHAR HHA HHAH HHAH HHAH HHAH
9 10-5025 27 O O HH I B B B B B B B B B B BB B B B B BURE BURE BURE BURE HURE BURE BURE HURE BURE HURE BERE BERE BEEE BEEE HEGE HEGE BERE HERE HEBE HEEE HEEH
10-5026 27 O O A HEEE S B B SIS BHEE BHEE BIEE BIEE BHRE BHBE BHRE BURE BHRE BHRE BHRE BURE BURE BURE BURE BURE BURE BURE HURE HERE BERE HEGE HEGE HEGE HEGE HEGE HEGE HEGE HEBE HEBE HESE HH8H
415 2008 Cheese b 100033 ###H HHHH HHEE O O HEHH HEEE HHBE BHEE BHEE BHBE BHBE BHRE BHRE HHRE BHRE HHRE BHRE BHRE BHRE BHRE BHRE BURE BURE BURE BURE BURE BURE BURE HURE BURE BURE HERE HEBE HUGE HEBE HERE HEBE HEBH HEBH HESH
eese 100034 #i#H HHHH HHEE O O HEHH HHEE HHBE BHEE B BHBE BIRE BHRE BHRE HHBE BHRE BHRE BHRE BURE BHRE BHRE BHRE BHRE HURE BURE BHRE BHRE BURE HURE HURE BURE BURE HEGE HEBE HEGE HEGE HERE HEBE HEBH HESH HH0H
3 2008 Cheese C 10-4758 H##H HHHE BHEE BHEE BHEE O 1 HEBE BHBE BERE BHBE BHBE BHRE BHRE BHBE BHRE BHRE BHRE BHRE BHRE BHRE BHRE BHRE BHRE HHRE HURE BHGE HURE HEGE HEBE HEGE HEBE HESE HEBE HEBE HESE HEBE HEBH HESH HESH HHSH
10-4754 HiHH HHHE BHEE BHEE BHEE L O HIBE BIBE BERE BHBE BHBE BHRE BHRE BHRE HHRE BHRE BHRE BHRE HHRE HURE BHRE BHRE HURE BURE BHRE HURE BURE BURE HURE BUBE BURE HEBE HEBE HEGE HEGE HEBE HEBH HESH HEBH HHSH
, 2000 Whipping 10-0812 #i## #HHH BHEE BHEE BHEE BHES BHEE O 3 HHBE BHBE BHBE BHRE BHRE BHBE BHBE BHBE HHRE HHRE BHRE HHBE HHRE BHRE HERE HUBE HEBE HHBE HEBE HHBE HEBE HEBE HHBE HHBE HEBE HEBE HEBH HEBH HEBH HHBH HEBY HHBY
Cream 100813 ###H HHHH HHHE BHAE BHEE BHEE BHEE 3O HEBE HEBE HERE BERE BHRE HHRE BHRE BHRE BHRE BHRE BHRE BHRE BHRE BHRE HHRE BURE BURE BURE BURE BURE HERE BEGE HUGE HEGE HEGE HEGE HEGE HEBE HEBE HEBE HES HE0H
10-1321 HiH# HEHH HIHE BHAE BHEE BHEE BEEE BERE BMRE O 1 1 5 23 23 23 22 22 21 21 21 22 22 31 7 23 22 21 21 19 16 18 22 22 25 24 138 97 29 28 28
5010 Prosciutto 10-1046 #### HEHY HEHE HHAH HAHE BHEE BHAE AR #ERE 1 0 0 4 22 22 22 21 21 20 20 20 21 21 30 6 22 21 20 20 18 15 17 21 21 24 23 137 9 28 27 27
10-1047 ##H## HERH HEHE BHAH HAHE BHEE BHAR AR AERE 1 0 0 4 22 22 22 21 21 20 20 20 21 21 30 6 22 21 20 20 18 15 17 21 21 24 23 137 9 28 27 27
10-5024 ##H# HEHH HEHE HHAH HAEE BHEE BHAR AR AERE S 4 4 0 22 22 22 21 21 20 20 20 21 21 30 6 22 21 20 20 18 15 17 21 21 24 23 137 9 28 27 27
08-7362 HH#HH HHHH HEHE HHME HHAH HAHE AHEE HEEH #ERE 23 22 22 22 0 0 0 19 19 18 18 18 19 19 28 24 20 19 18 18 16 13 17 21 21 24 21 139 98 26 29 29
4 087363 #Hf# #HHE BHEE BHEE BHEE BHEE BHEE SHEE #HHE 23 22 22 22 0 0 0 19 19 18 18 18 19 19 28 24 20 19 18 18 16 13 17 21 21 24 21 139 98 26 29 29
087364 #H## #HHE BHEE BHEE BHEE BHEE BHEE BHEE SHE 23 22 22 22 0 0 0 19 19 18 18 18 19 19 28 24 20 19 18 18 16 13 17 21 21 24 21 139 98 26 29 29
08-G560 #H## HHHH HHHE HHEE HHEE BHEE BHEE SHE #HHE 22 21 21 21 19 19 19 0 2 1 1 1 2 4 27 23 7 4 3 5 5 12 16 20 20 23 20 138 97 25 28 28
08-6OO7 #### HHHH HHHE HHEE HHEE BHEE BHEE SHE #EHE 22 21 21 21 19 19 19 2 0 1 1 1 2 4 27 23 7 4 3 5 5 12 16 20 20 23 20 138 97 25 28 28
2008 deli meat 1 08-5578 ##f# #HHH HHME HHIH HHEE BHEE BHEE BHEE #EHE 21 20 20 20 18 18 18 1 1 0O O O 1 3 26 2 6 3 2 4 4 11 15 19 19 22 19 137 9 24 27 27
08-G0S6 ##f# #HHH HHMHE HHIH HHIE HHIE BHIE #4E #8421 20 20 20 18 18 18 1 1 0O O O 1 3 26 2 6 3 2 4 4 11 15 19 19 22 19 137 96 24 27 27
100815 #i## HiHH HIHH HHAH HEAH BHAE HEAE BERE BWRE 21 20 20 20 18 18 18 1 1 O O O 1 3 26 22 6 3 2 4 4 11 15 19 19 22 19 137 96 24 27 27
2 10-0814 #### HEHH HEHE HHAH HAHE BHEE AHAE AR #ERE 22 21 21 21 19 19 19 2 2 1 1 1 0 4 27 23 7 4 3 5 5 12 16 20 20 23 20 138 97 25 28 28
3 08-7374 HH#HH HHHH HAHH BHHE HHAH HAHE BHEH HEEH #ERE 22 21 21 21 19 19 19 4 4 3 3 3 4 0 27 23 7 4 3 5 5 12 16 20 20 23 20 138 97 25 28 28
5 08-7660 HH#HH HHHH HEHE HHME HHAH HAHE #HEH HEAH #ERE 31 30 30 30 28 28 28 27 27 26 26 26 27 27 0 32 28 27 26 26 24 21 25 29 29 32 29 147 106 34 37 37
. 6 08-5923 #H#HH HHHH HAHE HHME HHAH HAHE BHEH HEEH BERE 7 6 6 6 24 24 24 23 23 22 22 22 23 23 32 0 24 23 22 22 20 17 19 23 23 26 25 139 98 30 29 29
O8-0201 H#HHH HHHE HHHE HHEE BHEE BHEE BHEE SHEE SHHE 23 22 22 22 20 20 20 7 7 6 6 6 7 7 28 24 0 7 6 6 6 13 17 21 21 24 21 139 98 26 29 29
O1-1280 #### #HH HHHE HHEE BHEE BHEE SHEE #HES ###8 22 21 21 21 19 19 19 4 4 3 3 3 4 4 27 23 7 0 3 5 5 12 16 20 20 23 20 138 97 25 28 28
OA-5AS7 HH## HHHE BHHE HHEE BHEE BHEE BHEE SHEE #HHE 21 20 20 20 18 18 18 3 3 2 2 2 3 3 26 2 6 3 0 4 4 11 15 19 19 22 19 137 96 24 27 27
90-G370 H#HHH HHHHE HHHE HHEE HHEE BHEE BHEE BHEE #HHE 21 20 20 20 18 18 18 5 5 4 4 4 5 5 26 22 6 5 4 0 4 11 15 19 19 22 19 137 96 24 27 27
98-2035 HHHH HHHHE HHEE HHEE BHEE GHEE BHEE SHEE #HHE 19 18 18 18 16 16 16 5 S5 4 4 4 5 5 24 20 6 5 4 4 0 9 13 17 17 20 17 135 94 22 25 25
95-0093 ##H#H HHHH HHEE HHEE HHEE GHEE BHEE #HEE #EHE 16 15 15 15 13 13 13 12 12 11 11 11 12 12 21 17 13 12 11 11 9 O 10 14 14 17 10 132 91 15 22 22
88-0A78 HHMH HHHH HHEE HHEE HHEE GHEE SHEE #EE #EME 18 17 17 17 17 17 17 16 16 15 15 15 16 16 25 19 17 16 15 15 13 10 O 16 16 19 18 134 93 23 24 24
sporadic O1-5252 HH#HH HHHH HEHE BHHE HHAH HAHE #HEE HEAH #ERE 22 21 21 21 21 21 21 20 20 19 19 19 20 20 29 23 21 20 19 19 17 14 16 O 6 19 22 138 97 27 28 28
02-5993 HAHH HHHH HEHE BHHE HHAH HAHE AHEE AEEH #ERE 22 21 21 21 21 21 21 20 20 19 19 19 20 20 29 23 21 20 19 19 17 14 16 6 O 19 22 138 97 27 28 28
88-1050 HAHH HHHH HEHE HHME HHAH HAHE AHAE HEEH REHE 25 24 24 24 24 24 24 23 23 22 22 22 23 23 32 26 24 23 22 22 20 17 19 19 19 0 25 141 100 30 31 31
03-5473 HH#HH #HHH HEHE BHER BEAH HEEE AHEE AEEH #ERE 24 23 23 23 21 21 21 20 20 19 19 19 20 20 29 25 21 20 19 19 17 10 18 22 22 25 O 140 99 17 30 30
100819 #### #H#H HHEE HEBH HEBE HHBS HEBH #HB #H8# 138 137 137 137 139 139 139 138 138 137 137 137 138 138 147 139 139 138 137 137 135 132 134 138 138 141 140 O 169 145 144 144
11-0254  Hi#H BHEE BHEE BHBE HEBE HHBE HEBH HEBH HHEH 97 96 96 96 98 98 98 97 97 96 96 96 97 97 106 98 98 97 96 96 94 91 93 97 97 100 99 169 O 104 103 103
OL-1468 #H## #HH HHHE HHEE BHEE BHEE BHEE BHEE BHEHE 29 28 28 28 26 26 26 25 25 24 24 24 25 25 34 30 26 25 24 24 22 15 23 27 27 30 17 145 104 O 35 35
OL-G771 HHH# HHHE HHHE HHEE BHEE BHEE BHEE BHEE BHHE 28 27 27 27 29 29 29 28 28 27 27 27 28 28 37 29 29 28 27 27 25 22 24 28 28 31 30 144 103 35 O 6
00-GB71 HHH# HHHHE HHHE HHEE BHEE BHEE BHEE BHEE BHEE 28 27 27 27 29 29 29 28 28 27 27 27 28 28 37 29 29 28 27 27 25 22 24 28 28 31 30 144 103 35 6 O

#Isolate types: C, Clinical; F, Food; FPE, Food processing environment.
*|solates origincally included in outbreak investigation due to PFGE patterns that were later excluded due to contrary epidemiological evidence.

Note: Outbreak isolates without epidemiological links to outbreak were omitted from pairwise analysis (Figure 2). Epidemiologically-realted pairs (green); pairs with known no epidemiolgical link belonging to the same CC (blue); pairs with known no epidemiolgical link belonging to a different CC (red);



Table S6. CC8 core hqSNV distance matrix

Strain RN G AR SR P P P I A S A AR I
Outbreak | nvestigation Isolate NQ \0 ‘\0 \9 Q‘b Qq’ Qq, Q% NQ ‘\Q Qq’ Q‘b Qq’ °$ Q‘b Q‘b g$ QN Qo‘ QQ q$ Q“’ Q;b Qs QN Qq 00, Q;b Qs 6\' ;\N '\9
(2008 deli meat
investigation) C C C F FPE C C C C C C FPE FPE FPE C C C C C C C C C C C C C C C C C C *Isolate Type

10-1321 0 1 1 5 24 24 23 23 23 24 24 27 27 27 34 7 27 24 23 23 21 19 18 32 29 29 27 25 23 23 104 147

2010 Prosciutto 10-1046 1 0 0 4 23 23 22 22 22 23 23 26 26 26 33 6 26 23 22 22 20 18 17 31 28 28 26 24 22 22 103 146
10-1047 1 0 0 4 23 23 22 22 22 23 23 26 26 26 33 6 26 23 22 22 20 18 17 31 28 28 26 24 22 22 103 146

10-5024 5 4 4 0 23 23 22 22 22 23 23 26 26 26 33 6 26 23 22 22 20 18 17 31 28 28 26 24 22 22 103 146

1 08-6569 24 23 23 23 0 2 1 1 1 2 4 21 21 21 28 25 9 4 3 5 5 13 18 26 31 31 21 25 23 23 106 149

1 08-6997 24 23 23 23 2 0 1 1 1 2 4 21 21 21 28 25 9 4 3 5 5 13 18 26 31 31 21 25 23 23 106 149

1 08-5578 23 22 22 22 1 1 0 0 0 1 3 20 20 20 27 24 8 3 2 4 4 12 17 25 30 30 20 24 22 22 105 148

1 08-6056 23 22 22 22 1 1 0 0 0 1 3 20 20 20 27 24 8 3 2 4 4 12 17 25 30 30 20 24 22 22 105 148

1 10-0815 23 22 22 22 1 1 0 0 0 1 3 20 20 20 27 24 8 3 2 4 4 12 17 25 30 30 20 24 22 22 105 148

2008 deli meat 2 10-0814 24 23 23 23 2 2 1 1 1 0 4 21 21 21 28 25 9 4 3 5 5 13 18 26 31 31 21 25 23 23 106 149
3 08-7374 24 23 23 23 4 4 3 3 3 4 0 21 21 21 28 25 9 4 3 5 5 13 18 26 31 31 21 25 23 23 106 149

08-7362 27 26 26 26 21 21 20 20 20 21 21 O 0 0O 31 28 24 21 20 20 18 16 21 29 34 34 24 28 26 26 109 152

4 08-7363 27 26 26 26 21 21 20 20 20 21 21 O 0 0O 31 28 24 21 20 20 18 16 21 29 34 34 24 28 26 26 109 152

08-7364 27 26 26 26 21 21 20 20 20 21 21 O 0 0 31 28 24 21 20 20 18 16 21 29 34 34 24 28 26 26 109 152

5 08-7669 34 33 33 33 28 28 27 27 27 28 28 31 31 31 0 3 31 28 27 27 25 23 28 36 41 41 31 35 33 33 116 159

6 08-5923 7 6 6 6 25 25 24 24 24 25 25 28 28 28 35 0O 28 25 24 24 22 20 19 33 30 30 28 26 24 24 105 148

98-0291 27 26 26 26
01-1280 24 23 23 23

9 24 24 24 31 28
4
04-5457 23 22 22 22 3
5
5

21 21 21 28 25

9 0 16 21 29 34 34 24 28 26 26 109 152
4 9
3 20 20 20 27 24 8
5 8
5 8

8
5 13 18 26 31 31 21 25 23 23 106 149
4 12 17 25 30 30 20 24 22 22 105 148
99-6370 23 22 22 22 20 20 20 27 24 4 12 17 25 30 30 20 24 22 22 105 148
98-2035 21 20 20 20 18 18 18 25 22 0 10 15 23 28 28 18 22 20 20 103 146
95-0093 19 18 18 18 13 13 12 12 12 13 13 16 16 16 23 20 16 13 12 12 10 O 13 17 26 26 12 20 18 18 101 144
88-0478 8 17 17 17 18 18 17 17 17 18 18 21 21 21 28 19 21 18 17 17 15 13 0 26 25 25 21 19 17 17 100 143
01-1468 32 31 31 31 26 26 25 25 25 26 26 29 29 29 36 33 29 26 25 25 23 17 26 0 39 39 17 33 31 31 114 157
01-6771 29 28 28 28 31 31 30 30 30 31 31 34 34 34 41 30 34 31 30 30 28 26 25 39 0 8 34 32 30 30 111 154
996871 29 28 28 28 31 31 30 30 30 31 31 34 34 34 41 30 34 31 30 30 28 26 25 39 8 0 34 32 30 30 111 154
03-5473 27 26 26 26 21 21 20 20 20 21 21 24 24 24 31 28 24 21 20 20 18 12 21 17 34 34 O 28 26 26 109 152
88-1059 25 24 24 24 25 25 24 24 24 25 25 28 28 28 35 26 28 25 24 24 22 20 19 33 32 32 28 0 20 20 107 150
01-5252 23 22 22 22 23 23 22 22 22 23 23 26 26 26 33 24 26 23 22 22 20 18 17 31 30 30 26 20 O 6 105 148
02-5993 23 22 22 22 23 23 22 22 22 23 23 26 26 26 33 24 26 23 22 22 20 18 17 31 30 30 26 20 6 0 105 148
11-4254 104 103 103 103 106 106 105 105 105 106 106 109 109 109 116 105 109 106 105 105 103 101 100 114 111 111 109 107 105 105 O 183
10-0819 147 146 146 146 149 149 148 148 148 149 149 152 152 152 159 148 152 149 148 148 146 144 143 157 154 154 152 150 148 148 183 O

Sporadic

*|solate types: C, Clinical; F, Food; FPE, Food processing environment.

*|solates origincally included in outbreak investigation due to PFGE patterns that were later excluded due to contrary epidemiological evidence.

Note: Outbreak isolates without epidemiological links to outbreak were omitted from pairwise analysis (Figure 2). Epidemiologically-realted pairs (green); pairs with known no epidemiolgical link belonging to the same CC (blue); pairs with known no epidemiolgical link
belonging to a different CC (red);



Table S7. Publically Listeria monocytogenes genomes

Strain Year Strain Background Location Specimen Source Serotyp MLST Clonal Epidemiology Accession Reference
Isolated type e Comple
F2365 1985 Mexican style soft cheese California, USA  Food Cheese b 1 1 142 cases including 48 deaths (20 in utero, 10 neonates, 18 AE017262 [45]
outbreak, 1985 adults)
FSLN1-017 Food Trout in brine 4b 3 3 Not associated with human disease AARP00000000 [4.6]
Clip80459 1999 Jellied pork tongue outbreak, France Human 4b 4 4 32 cases: CNS llSterlOS‘lS, bacteremia, 6 deaths (5 adult, 1 in FM242711.1 [4,7]
1999 utero), 7 premature births
HPB2262 1997  Corn salad outbreak, 1997 NorthernItaly ~Human Corn salad (from 2 b 2 2 1700cases including 292 hospitalized (febrile AATL00000000  [4,8]
(Aureli1997) School cafeterias) gastrointeritis, mostly children)
ScottA 1983 ll);sgt;“me‘i milk outbreak, g:zs“husms' Human 4b 2 2 49 cases: 7 fetus/infant, 42 adult, 14 deaths €M001159 [49,10]
FSL R2-503 Sporadic febrile gastroenteritis
1994 clinical case associated with Illinois, USA Human Stool 1/2b 3 3 45 cases including 4 hospitalizations, 0 deaths AARR00000000 [4,11,12]
(G6054) .
chocolate milk, 1994
FSLJ1-194 Sporadic clinical case USA Human Unknown 1/2b 88 Sporadic AARJ00000000 [4,11]
FSLJ1-175 Environment Water 1/2b 87 Environmental isolate, not associated with disease AARK00000000 [4,11]
FSL]2-064 USA Human 1/2b 5 5 CP006592 [4,6]
Common lab strain, streptomycin resistant derivative of
10403S 1987 Lab derived strain USA Mouse 1/2a 85 7 strain 10403 isolated from human skin lesion in 1968 at CP002002 [4,13]
Montana State University
EGD 1924 UK Lab strain 1/2a 12 7 Derived from original strain isolated from rabbits by E.G.D. HG421741 [4,14]
Murray
EGD-e 1960 France Lab strain Unknown 1/2a 35 9 EGD obtained from Trudeau institute AL591824 [4,5]
2818 2000 Food RTE turkey 1/2a 86 AARX00000000
RTE turkey deli meat outbreak, Processed turkey outbreak in 11 states sourced to single
USA . [4,15]
0161 (FSL R2- 2000 processing plant
J 2000 Human 1/2a 11 CP002001
499)
F6900 1989  Sporadic clinical case, 1989 USA Human 1/2a 86 Linked to processed meat from same facility asJO161 & =\ piyo0000000  [11]
J2818 isolates 11 yrs later
FSL N3-165 USA Environment Soil 1/2a 90 90  Notassociated with disease AARQ00000000 [4,16]
Finland 1998 1999 Dairy butter outbreak, 1999 Finland 3a 25 cases including 20 sepsis, 4 meningitis, 1 abcess; 6 deaths CP002004 [11,17]
FSL R2-561 1/2c CP002003 [11]




L028 <1985 <1985 Human Stool 1/2c 210 9 Feces of healthy, pregnant clinical case AARY00000000 [4,11,18]
FSLJ1-208 1998 Farm animal outbreak, 1998 Georgia, USA Animal Caprine brain 4a (7:34001469/(:]\/[0014 [11,19]
HCC23 2000 2000 Fish Catfish brain 4a Naturally avirulent CP001175 [20]

L99 1950s 1950's Netherlands Food 4a Weakly pathogenic to humans FM211688 [21,22]
FSLJ2-071 Clinical animal case Animal 4c 131 71 AARN00000000 [11]




Table S8. Sequences of substituted primers used for MLST

Primer Sequence

NMLcat-R* CAGGAAACAGCTATGACCGCTTGCTCCGTCGAAAGGTTC
NMLdapE-R* CAGGAAACAGCTATGACCATCGAACTATGGGSATTTTTACC
NMLdat-R* CAGGAAACAGCTATGACCTGCGTCCATAATACACCRTCTTT
NMLIdh-F* GTAAAACGACGGCCAGTGGATTTRAGCCATGCCGTTCC
NMLIdh-R* CAGGAAACAGCTATGACCACRCCGTAGAATGTAGCGCC
NMLIhKA-F* GTAAAACGACGGCCAGTCAAAGCCAAGTAGATGACTTAAC
lhk-R2# CAGGAAACAGCTATGACCTACGCATTTCATGAGAAACATCAG

* Primers for MLST were modified from Ragon et al. [1], based on an alignment of the
following L. monocycotgenes genomes (n=16): (08-5578, 08-5923, 08-6997, 08-7669, 10-
0933, 10-1046, 10-4754, 10-4758, 10-5026, 81-0861, 98-2035, 99-6370, Clip81459, EGD-e,
F2365, HCC23) at the seven MLST loci. Refer to Tables S1 and S2 for accession numbers.
Specifically, the cat reverse primer, Idh forward and reverse primers, and the lhkA forward
primer were redesigned, the dapE reverse and dat reverse primers had degenerate base
substitutions.

# [hkA-R2 (www.pasteur.fr/mlst) was used to replace the IhkA reverse primer
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