Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.

M LG4

0.0

14.4

215

40.2

48.2 ~_|
49.2 1]

58.9 ~_|

59.8

78.9

-/

VMCNG1F1-1_C4 0.7

VMC4D4_C4 3.8

VMCNG2E1_C4 5.2

SC80107070_C4 9.1

|_{VMC2B5_C4_13.7 VIZAG21_C4_13.6
N~ VWVIP25-2_C4_15.2

- VMC2E10_C4_17.5
~\VVIT30_C4_18.7

VMC6G10_C4_23.1

MxT_ LG4

0.0

18.1

VMC4D4_C4 3.8

27.1

VMCNG2E1_C4 5.2

45.8

53.8 |

54.2
57.7 1

SC80107070_C4 9.1

- VMC2B5_C4 13.7
™ VrZAG21_C4 13.6
™~ VWVIP25-2_C4_15.2

65.5
69.4

VMC2E10_C4_17.5

71.9 —

VVIT30_C4_18.7
— VIZAG83_C4_20.3

88.5

-/

VMC6G10_C4_23.1

VMCNG1F1-1_C4 0.7

0.0

/)

T LG4

VMCNG1F1-1_C4 0.7

32.7

59.3 ~|
60.3 - |

66.1

VMCNG2E1_C4 5.2

- VMC2B5_C4_13.7
N~ VrZAG21_C4_13.6

VVIP25-2_C4 _15.2

72.1

79.0

VMC2E10_C4_17.5

81.5—

/

VVIT30_C4_18.7
— VIZAG83_C4_20.3



Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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Figure S4 . The parental and the consensus MxT linkage map.
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