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Supplementary

Table S1 Association between individual SNP and ADHD risk

Model genotype Controls, N(%) ADHD, N(%) OR (95% CI)* p* PFOR
SLC6A3 rs1042129 (N=398)
Codominant GG 173 (74.6) 118 (71.1) 1.00 0.509 0.735
AG 55 (23.7) 43 (25.9) 1.15(0.72-1.82)
AA 4 (1.7) 5(3.0) 1.83 (0.48-6.97)
Dominant GG 173 (74.6) 118 (71.1) 1.00 0.353
AG/AA 59 (25.4) 48 (28.9) 1.19 (0.76-1.87)
Recessive GG/AG 228 (98.3) 161 (97.0) 1.00 0.371
AA 4 (1.7) 5(3.0) 1.86 (0.48-7.17)
Additive 1.21 (0.81-1.79) 0.269 0.499
SLC6A3 rs2550948(N=393)
Codominant GG 169 (74.1) 117 (70.9) 1.00 0.781 0.846
AG 52 (22.8) 42 (25.4) 1.17 (0.72-1.89)
AA 7(3.1) 6 (3.6) 1.24 (0.40-3.84)
Dominant GG 169 (74.1) 117 (70.9) 1.00 0.481
AG/AA 59 (25.9) 48 (29.1) 1.18 (0.75-1.86)
Recessive GG/AG 221 (96.9) 159 (96.4) 1.00 0.762
AA 7(3.1) 6 (3.6) 1.19 (0.39-3.68)
Additive 1.15 (0.78-1.68) 0.491 0.580
SLC6A3 rs3756450(N=393)
Codominant TT 79 (34.6) 70 (42.4) 1.00 0.294 0.637
CT 107 (46.9) 68 (41.2) 0.71 (0.45-1.11)
CcC 42 (18.4) 27 (16.4) 0.73(0.40-1.31)
Dominant TT 79 (34.6) 70 (42.4) 1.00 0.123
CT/CC 149 (65.3) 95 (57.6) 0.72 (0.47-1.09)
Recessive TT-CT 186 (81.6) 138 (83.6) 1.00 0.621
CT 107 (46.9) 68 (41.2) 0.78 (0.52-1.18)
Additive 0.82 (0.62-1.10) 0.181 0.392
ADRA2A rs2484516(N=398)
Codominant CcC 196 (84.1) 150 (89.3) 1.00 0.351 0.652
CG 35 (15.0) 17 (10.1) 0.64 (0.34-1.19)
GG 2(0.9) 1 (0.6) 0.77 (0.07-8.71)
Dominant CcC 196 (84.1) 150 (89.3) 1.00 0.152
CGIGG 37 (15.9) 18 (10.7) 0.64 (0.35-1.19)
Recessive CCICG 231 (99.1) 167 (99.4) 1.00 0.863
GG 2(0.9) 1(0.6) 0.81 (0.07-9.19)
Additive 0.68 (0.38-1.20) 0.170 0.442
ADRA2A rs553668(N=385)
Codominant AA 84 (37.3) 40 (25.0) 1.00 0.038 0.247
AG 115 (51.1) 93 (58.1) 1.69(1.06-2.71)
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*: The ORs and 95%Cls were calculated by univariate logistic regression analysis controlling for age and gender,
under assumption that variant alleles were risk alleles

PFPR. The P-values were adjusted by False Discovery Rate (Benjamini—Hochberg method) for multiple tests within
the logistic regression analysis

Table S2 The association between ADRA2A gene(rs553668) and child ADHD and symptom domains

Prenatal smoking exposure ~ SNP Cases(N) Controls(N) OR(95%CI)* P-value*
All ADHD

No exposure AA 26 61 1

Yes exposure AA 14 23 1.36(0.58-3.22) 0.485
No exposure AG+GG 76 115 1.65(0.93-2.90) 0.084
Yes exposure AG+GG 44 26 3.54(1.73-7.25) 0.001
Inattention

No exposure AA 23 61 1

Yes exposure AA 12 23 1.25 (0.51-3.05) 0.628
No exposure AG+GG 71 115 1.68(0.94-3.01) 0.082
Yes exposure AG+GG 41 26 3.53(1.70-7.37) 0.001
Hyperactivity/impulsivity

No exposure AA 15 61 1

Yes exposure AA 8 23 1.63 (0.56-4.710) 0.369
No exposure AG+GG 33 115 1.29 (0.62-2.69) 0.490
Yes exposure AG+GG 25 26 4.17 (1.71-10.17)  0.002
ODD

No exposure AA 7 60 1

Yes exposure AA 4 23 1.82 (0.43-7.67) 0.417
No exposure AG+GG 14 113 1.34 (0.48-3.73) 0.580
Yes exposure AG+GG 14 25 5.05(1.58-16.14) 0.006

*: The ORs and 95%Cls were adjusted by paternal and maternal educational level, pregnancy age of
mother, family history of nervous system diseases, low birth weight, preterm birth, blood lead and
postnatal tobacco smoke exposure.



Table S3 The association between DRD2 gene(rs1124491) and child ADHD and symptom domains

Prenatal smoking exposure ~ SNP Cases(N) Controls(N) OR(95%ClI)* P-value*
All ADHD

No exposure AA 7 27 1

Yes exposure AA 99 145 5.34(1.64-24.46)  0.031
No exposure AG+GG 6 6 3.99(1.46-10.89)  0.007
Yes exposure AG+GG 52 44 6.04(2.07-17.65)  0.001
Inattention

No exposure AA 6 27 1

Yes exposure AA 90 145 5.16 (1.13-23.62) 0.034
No exposure AG+GG 6 6 3.70 (1.35-10.12)  0.011
Yes exposure AG+GG 47 44 5.34(1.82-15.66)  0.002
Hyperactivity/impulsivity

No exposure AA 4 27 1

Yes exposure AA 47 145 4.93(0.89-27.50)  0.069
No exposure AG+GG 4 6 2.23(0.73-6.85) 0.159
Yes exposure AG+GG 30 44 4.91(1.46-16.50)  0.010
OoDD

No exposure AA 1 27 1

Yes exposure AA 19 145 9.87(1.58-49.74)  0.021
No exposure AG+GG 3 6 4.23(0.53-33.71)  0.173
Yes exposure AG+GG 16 44 10.58(1.26-49.23) 0.030

*: The ORs and 95%Cls were adjusted by paternal and maternal educational level, pregnancy age of
mother, family history of nervous system diseases, low birth weight, preterm birth, blood lead and
postnatal tobacco smoke exposure.



Table S4 The association between SLC6A4 gene(rs6354) and child ADHD and symptom domains

Prenatal smoking exposure ~ SNP Cases(N) Controls(N) OR(95%CI)* P-value*
All ADHD

No exposure TT 74 147 1

Yes exposure TT 44 39 2.13(1.20-3.78)  0.010
No exposure TG+GG 34 32 1.97(1.10-3.52)  0.022
Yes exposure TG+GG 15 12 1.79(0.75-4.28)  0.190
Inattention

No exposure TT 69 147 1

Yes exposure TT 42 39 2.01(1.19-357) 0.011
No exposure TG+GG 30 32 1.92(1.06-3.49)  0.032
Yes exposure TG+GG 12 12 2.13(0.97-4.98)  0.081
Hyperactivity/impulsivity

No exposure TT 36 147 1

Yes exposure TT 24 39 2.70(1.29-5.65)  0.008
No exposure TG+GG 16 32 2.03(0.97-4.25)  0.060
Yes exposure TG+GG 10 12 2.92(1.10-7.75)  0.031
ODD

No exposure TT 13 147

Yes exposure TT 13 39 3.69(1.39-9.78)  0.009
No exposure TG+GG 8 32 2.84(1.04-7.76)  0.042
Yes exposure TG+GG 6 12 4.41(1.32-14.78) 0.016

*: The ORs and 95%Cls were adjusted by paternal and maternal educational level, pregnancy age of
mother, family history of nervous system diseases, low birth weight, preterm birth, blood lead and
postnatal tobacco smoke exposure.



