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Figure S4. Sequence alignment of the figB promoters from C. difficile 630 and R20291 (229 bp total). The PfigB
sequence is identical between 630 and its derivative 630Aerm. The asterisks below the sequence indicate identical
nucleotides. The -35 and -10 consensus sequence of the oA-dependent promoter are marked, which are identical between
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both the 630 and the R20291 strains (Soutourina, et al. 2013).
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