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Figure S1: 
A schematic representation of the reaction carried out by
ThiL, the conversion of TMP and ATP to TPP and ADP.
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Figure S2:
Multiple sequence alignment of AbThiL with AaThiL, 
along with Shevanella oneidensis, Eschericia coli, 
Neisseria meningitidis, Methylobacillus flagellatus. The 
Figure was prepared with ESPript 25


