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Figure S1

A) Bsel 1475 Rhodanese domain protein
MKHKWTGLLMGAALLTATACSSDEASVLADEENDNEEQAAVETNVFENDLMANSAAY

MEDPNFNVITGEALHNKTVFENP
LELPEDKTIYVVC IPGGPA

ELPVVTTGFELTETHDLPEIMSDESDIRTIAHEQSQNFLDQEPPGVMGAPDLNEMINEGN
L

HMFDFSNVYSLPVRELKFDMDAGDIEAG
CR

B) Bsel 1476 Trimethylamine-N-oxide reductase
MPKLKRRSFLKASALTAAAAAVPFKMTMGDFREASAEAEEKVIPSTCNGCASMCGIYA
HVKNDRLWYVEGHPVHLKAGGRLCARGHGMAADIYGKGRVQGPMKKVAEGEFEPIS
WEQAFKEIGEKMGNLRDQYGGNSFLWLEHGVRGKRYADPLLDRMGSSNYITHYSTEET
SKTNAWQHMVGSMPAGDHENAKYMIFEGRNFAGAIIPNGMKKILKAKDNGAKIVVIDP
RYSEIAKVADEWIPIRPGTDLALRLGMAHTLISENLYDSAFVKKYVTDFDEFWSLNKDK
DADWAAEITGIDADTIRRVAREFAEHAPEAFMEPGWHGLHCHYFNSTQTAQMGIILNAL
VGNFFKRGGLMPSANVEFGEYMHTDVEAVEKGPRADGAGVEGEHMTVEPGRGIAQNV
PDMIDKGRIKSVFIYHFNPLRTAPDPEYQKKIANAELVVSIPVDWNETSVYAADYILPEN
YYLERTEVPQAVSGHISHDWPQISIRQQVTDPLHDTLPLLDIMRGITKEMGYDNLYDFTV
DDEIAAMLEPTGVTPEELKEKGTVELRTNKVEPKFPVNLSGEPNLGTFSGKIQFSAEIFKI
DGKRGVPTWIPTMVQPDLNNPEEFRLIHGKQPYHSHSVTSTNASLLRITEKYNGEAMWI
NTKRAKDLGIEDGDTVSVKSSIANKTVPVHVTQLIHPECVWIPSAYGAFSNKIKEGYQLG
INFNDFIPMMIEPYSGSTMSQEVVVNVQKGGEA

C) Bsel 1477 4Fe-4S ferredoxin iron-sulfur binding domain protein
MANYGLLIDTRK@TGEBHABSIABSTYNELEPEVSYNRLEFIESGTYPNVKMDIVPVQEM
HEDDAPEVKVEBSTQATFKVEENGIVAFNPDKCTGCKACMAACPYDARALNEARLSEKC
RWCPEMLTQGKQPSCASTCMNEVRLFGDLDDPDSEINKKMAQFNTVQLVPEAGTKPRI
WYIK

D) Bsel_1478 Polysulfide reductase NrfD
MLNRNLWYGITGIMIIFGIIGIGNIFIHGEHVMGTSNY VPWGSLIGAY VFFVAISTGLTFLS
SMVHVFKMKQFEFLTKRLTLASIATLLMGFVMIGVELGNPLAMVYILVTPNVMAPIFW
MGAFYGLYLVLHIEFFFQIKDNHKIVNTISPFVLVVGIAAQSTLGAVFGLSVARGIWNSA
YLSIFFLIMAFVSGLAVAMIMAFFLSKGNVMKQEDREKLPGLYPFMSKLTMGLLAVGIIF
VTWNWIYGLHSGNPNRMASMELMLNGPLAVPYWVLEVGFVFLIPLLILGLVKAKKAAT
MLTTGVVLLIGLFAMRIILTFAGQMVPLEVVTGSLTMNELRDVSILWSEWATMIFGVGG
SILIYMLGERFLNLDVTEHGSHGTHDKKATQAS
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E) Bsel_1479 Chaperon protein NarJ
MNKTDRKETYTELIRLLGELYKFPDDEVEQAIAEGVLDQEIDDYLSLFPEIRIENKQSFSS
LRDKELTAKKQYMTAYSGITTPFHPPVESLYKPWSVDPKDQTGLYNKTGYYMGDAAL
HMKHLLQHYEIEVPKDYEMMPDHLAISLEFYAMLLERDTEAAEAFHQDHFDWLKAFH
KKHQEIDDVPFYDYLLRVLIAVTAVSPRELT

F) Bsel 1480 Rhodanese domain protein
MKKWAIGLLSLAGMITLSACGTSQASETEPTSFLPMEPDVSPYIVEEEAEEEGQDHVPYH
ENWNYIDTVQLTRLMDGLPEISQDRESYDQVPP

TPEYVEEQILESNVARD

METADADFDVSAGKVDRSVSAEDFEDL
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Figure S1. Structural motifs predicted in proteins of the MLS10 Srr operon srrEABCDF
(Bsel 1475 — Bsel _1480). The annotation is that provided by the Joint Genome Institute
Integrated Genome who sequenced the genome. A) StrE, Rhodanese domain protein. The
putative lipoprotein motif anchoring the protein to the membrane is highlighted in grey. The
putative rhodanese domains are highlighted in purple. One rhodanese domain has a predicted
catalytically active cysteine residue, highlighted in teal. B) SrrA, Trimethylamine-N-oxide
reductase. The putative twin arginine translocation motif is highlighted in teal. The putative
4Fe-4S cluster is highlighted in yellow. The cysteine residue predicted to coordinate the guanine
dinucleotide molybopterin cofactor is highlighted in red. C) StrB, 4Fe-4S ferredoxin iron-sulfur
binding domain protein. The four predicted 4Fe-4S iron clusters are highlighted. The first 4Fe-
4S cluster is highlighted in red. The second 4Fe-4S cluster is highlighted in purple. The third
4Fe-4S cluster is highlighted in teal. The fourth 4Fe-4S cluster is highlighted in yellow.

D) StrC, Polysulfide reductase NrfD. E) SrrD, Chaperon protein NarJ. F). SrrF, Rhodanese
domain protein. The putative lipoprotein motif anchoring the protein to the membrane is
highlighted in grey. The putative rhodanese domains are highlighted in purple. All three

rhodanese domains have predicted catalytically active cysteine residues, highlighted in teal.



