Table S7 - BL-Down super-group DEGs

FPKM? MII:8-Cell 8-Cell:Morula] Morula:Blast
Exp.

Ensembl ID Symbol GeneName MIl 8Cell Morula Bla':t L2FC® FDR® |L2FC FDR L2FC FDR Sub-Group
ENSMMUG00000020432 0sCP1 Orga"'cs°|”telcamerPart”er 253 261 312 025 |0.49 7.14£01]-0.16 9.17601] -4.45 8.18E-05| BL-Down-1
ENSMMUG00000010328  MEAF6 MYST/Esal Associated Factor 6 | 19.31 10.74 15.61 8.46 |-0.98 1.30E-01]0.75 2.626:01] -1.64 2.956-02| BL-Down-1
ENSMMUGO0000011645  DMAP1 DNAMethyltransferase 1 | ¢ oo 51 11 1535 555 |0.14 9.346-01]0.99 4.316:01] -2.85 3.506-02] BL-Down-1

Associated Protein 1
ENSMMUG00000007182  LRRc42  -eucineRich Rjgeatcc’mam'”g 38.98 21.02 1224 458 |-0.89 2.03t01]-0.62 4.04601] -1.86 1.82E-02| BL-Down-1
ENSMMUGO0000013679  ACOT11 Acyl-CoAThioesterase11 | 0.15 1.87 1.02 0.06 |0.57 7.59e-01)0.16 9.41£-01] 4.15 1.59E-02] BL-Down-1
ENSMMUG00000006754 TTC4 Tetratr'goopr:‘;t:]deepeat 852 959 1325 232 |-0.28 8.22601|1.51 1.026:01] -3.35 7.63E-04| BL-Down-1
ENSMMUG00000008003  LRRcgc  -eucineRichRepeat Containing) o\ 35 4 37 005 |.0.58 7.89E-01]2.24 1.846-01| -6.04 8.63£:04] BL-Down-1
8 VRAC Subunit C
ENSMMUG00000005815  ATXN7L2 Ataxin 7 Like 2 076 522 157 025 |1.25 4.36801]-2.26 1.15601] -3.94 1.99€-02| BL-Down-1
ENSMMUG00000013681  PLEKHO1 P'““"é';:;:ﬁr:‘;ggl')‘)ma'” 285 443 299 030 |0.81 5.656-01]-1.29 3.22601] -4.57 4.786-04| BL-Down-1
ENSMMUG00000019514 UAPL UDP-N-acetylglucosamine |19 e 5503 3134 12.55|0.45 5.176:01)0.19 8.09c-01| -1.69 1.43£:02] BL-Down-1
Pyrophosphorylase 1
ENSMMUG00000012227  WDR26 WD Repeat Domain26 | 88.99 48.89 39.58 16.54 |-0.95 1.08£-01]-0.48 4.626:01] -1.51 2.956-02| BL-Down-1
ENSMMUG00000016925  LAMB3 Laminin Subunit Beta 3 091 155 053 0.04 |-0.56 8.036-01]-2.06 2.606:01] -4.29 4.356-02| BL-Down-1
ENSMMUG00000001024 ELK4 ELK4, ETS Transcription Factor | 45.18 75.04 41.46 17.58 |0.71 2.286-01)-0.63 2.88-01] -1.39 3.876-02| BL-Down-1
ENSMMUG00000012615  PCNX2 Pecanex Homolog 2 069 238 051 0.13 |1.22 3.54801]-1.59 2.03601] -3.38 1.97E-02| BL-Down-1
ENSMMUG00000023311  ZNF669 Zinc Finger Protein 669 9.54 18.97 18.17 5.64 |1.09 9.46602]0.04 9.666:01] -1.75 2.16€-02| BL-Down-1
ENSMMUG00000038349 ARL6 ADP R'bosé'f;:zzgado“'ke 6.62 251 151 042 |-1.91 5.146-02|-0.70 5.45601| -2.44 4.836-02| BL-Down-1
ENSMMUG00000020641  ZBTB20 Zinc chgoer:tz?:i:;ggomam 092 071 227 008 |0.37 8.96c01)0.57 8.27601] 5.52 2.136-02| BL-Down-1
ENSMMUG00000008810 ARLSB ADP R'b°2’T|§ta's°e”8r°t°rL'ke 31.08 61.46 81.10 24.620.75 2.46E-01]0.72 2.64E01] -1.68 1.76€-02| BL-Down-1
ENSMMUG00000021899 SEC62 SEC62 Homolog, Preprotein | 5 oc 3358 4507 1438 |-0.17 8.276:01]0.60 3.43£01] -1.46 4.176-02 BL-Down-1
Translocation Factor
Solute Carrier Family 4 Member
ENSMMUG00000016029  SLCA4A4 i 157 305 152 0.1 |-0.51 7.69601}0.57 7.376-01] 5.21 2.02E-04| BL-Down-1
ENSMMUGO0000045445 HN/A NANA 078 358 555 002 |-1.62 4.306-01|-0.28 9.176:01| -7.35 2.276-04] BL-Down-1
ENSMMUG00000021347  LARP1g -2 RiponucleoproteinDomain | o o 1050 5300 977 |1.07 5.33£02]0.53 3.86E01) -1.48 2.526-02] BL-DOWN-1
Family Member 1B
ENSMMUG00000003634  DDX60L DExD/H-box 60 Like 218 237 297 0.0 |-0.61 6.386-01]-1.66 1.26E01] 3.77 1.89E-03| BL-Down-1
ENSMMUG00000004258 FAM3B Family With Sequence 142 483 117 021 |0.42 850E01)-0.24 9.19e01] -4.25 3.776:02| BL-DOWn-1
Similarity 3 Member B
ENSMMUG00000037624 ISPD 'Sopreno'cdoi‘git:ia:ge')°ma'n 3564 70.82 41.04 7.75 |1.00 2.04E-01]-0.84 2.976-01] -2.55 1.90E-03| BL-Down-1
Nicotinamide
ENSMMUG00000003572  NAMPT . 9.70 11.33 10.07 3.12 |0.02 9.856-01]-0.20 8.386:01] -1.82 3.87€-02| BL-Down-1
Phosphoribosyltransferase
ENSMMUG00000040186 PRSS2 Protease, Serine, 2 (trypsin2) | 1.21  0.48 090 0.00 |-4.63 1.226-01-2.03 5.786-01]-18.96 7.81E-11] BL-Down-1
ENSMMUG00000013084 HTRSA S'hydmxytryp;im'”eRecepm' 6.65 3.03 140 0.08 |-2.20 1.96£01]0.30 9.00E01] -4.89 2.01E-02| BL-Down-1
ENSMMUG00000005023  CCDC112 c°'|ed'°°"Dol";;"ncoma'”'”g 265 331 209 0.74 |0.41 6.39601]-0.17 8.64E01| -2.69 4.556-04| BL-Down-1
ENSMMUG00000003280 HBEGF Heparin BindingEGFLike |, o) 1 o3 151 0.09 |-2.40 5.40e:02}0.20 8.726:01] 332 4.60e-02] BL-Down-1
Growth Factor
ENSMMUGO00000000419  ARHGAP26 RhoGTPaSEACZtg’at'"gPrOte'" 30.33 23.68 12.18 2.28 |-1.04 3.03£-01]-0.28 8.24E01] -2.30 4.21E-02| BL-Down-1
ENSMMUG00000007075 HN/A NANA 349 825 397 033 |-0.21 9.456-01]-1.56 5.19601] 6.18 1.30E-02| BL-Down-1
ENSMMUG00000014691 D4 '”h'b'toljﬂgmj'n”dmg‘" 260 518 528 029 |1.09 4.72e01]0.44 8.03e01] 3.42 3.78E-02| BL-Down-1
ENSMMUG00000012870  HDGFL1 HDGF Like 1 478 618 657 0.26 |-0.92 6.36601]-2.10 2.14601] 5.17 5.88€-03| BL-Down-1
ENSMMUG00000039988  HISTLH2AA Histone Cluster 1, H2aa 7.82 1153 13.48 1.52 |-2.20 2.086-01]0.22 9.316-01] 5.02 1.51E-02| BL-Down-1
ENSMMUG00000008993 KCNK5 Potassium Two PoreDomain | 5 5/ ¢ 368 067 |-1.23 2.02e:01|1.58 8.31602] -3.53 2.876:04 BL-Down-1
Channel Subfamily K Member 5
ENSMMUG00000011567  ZNF318 Zinc Finger Protein 318 8.95 12.78 1328 7.69 |0.11 8.976-01]0.11 8.886:01] -1.41 4.16€-02| BL-Down-1
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Phospholipid Phosphatase

ENSMMUG00000022207  PLPPR2 e 539 697 108 021 |-2.10 1.03e-01]-1.28 3.73601] 3.69 2.156-02| BL-Down-1
ENSMMUG00000015533  LOC693611  Zinc Finger Protein 493-like | 28.95 49.35 38.24 19.69]0.86 5.266-02]0.13 8.25601] -1.31 1.11E-02| BL-Down-1
ENSMMUG00000021111  SIGLEC10 S'a"CAC'LiCBt'i:dl'gg'gL'ke 2,67 1.09 2.65 0.03 |0.24 9.416-01|-1.75 4.876:01| -6.33 2.14E-02| BL-Down-1
ENSMMUG00000046537 LOC106994856  Zinc Finger Protein 813-like | 6.74 17.84 11.57 3.41 |0.91 1.30£-01|-0.37 5.916:01] -1.56 2.60-02| BL-Down-1
ENSMMUG00000028716 ~ TMEM150B  Transmembrane Protein 1508 | 2.77 037  0.08  0.00 |-4.78 8.26£-02]-5.28 6.476:02|-16.45 5.86€-09| BL-Down-1
ENSMMUG00000000929 HN/A NANA 1289 19.13 652 051 |0.13 9.21E-01)-1.51 9.456-02] 3.24 8.94E-04] BL-Down-1
ENSMMUG00000000362  ZNF582 Zinc Finger Protein 582 129 649 319 026 |2.23 5.806-02]-2.00 9.13e-02] -3.45 1.376:02] BL-Down-1
ENSMMUG00000038842 HN/A NANA 413 427 775 034 |-2.03 2.79801]-0.92 6.736:01] 5.12 1.396-02| BL-Down-1
ENSMMUG00000044297 HN/A NANA 038 063 1.02 004 |-0.58 7.72£01]-0.38 8.676:01] 5.24 6.07E-03| BL-Down-1
ENSMMUG00000046551 HN/A NANA 031 1.08 056 036 |-0.36 9.026-01]1.77 4.286:01] 6.20 9.79€-03| BL-Down-1
ENSMMUG00000011264 117 1527 1498 072 |3.76 6.526-03|-0.43 8.26E01] 4.03 2.06E:02] BL-Down-2
ENSMMUG00000032121  ZYG11A Zyg-11 Family Member A Cell | oo 1575 1850 4.66 |4.70 3.836-16[0.28 7.46E01] -2.00 1.046-02 BL-DOWN-2
Cycle Regulator
ENSMMUG00000013680  FAM151A Family With Sequence 0.00 554 408 0.13 |#### 3.29809]-0.30 9.05601] 5.79 6.28£-03| BL-Down-2
Similarity 151 Member A
ENSMMUG00000031542 IGSF8 'mmunog";:::g;f;perfam"y 0.03 216 420 0.33 |#sm# 2.69808|1.76 4.71601| -5.50 3.40£-02| BL-Down-2
ENSMMUG00000046792 001 112 1.69 004 |6.86 4.286-05|1.81 3.62601] 6.82 9.86E-04| BL-Down-2
ENSMMUG00000002861  TMEM4SA  Transmembrane Protein 45A | 034 6.81  7.65 0.47 |4.04 1.01£-03[0.67 6.84601| -4.56 1.88-03| BL-Down-2
ENSMMUG00000014231 BTLA B And TLymphocyte Associated| 0.08 231  13.95 0.54 |5.39 1.97e-06|2.04 1.04£-01] 4.34 1.728:03] BL-Down-2
ENSMMUG00000016395 ARGFX Argininefifty Homeobox | 0.16 82.11 144.27 31.98 |8.71 2.526-23[1.35 1.9501| 2.81 1.76E:02| BL-Down-2
ENSMMUG00000031684  FAM198A Family With Sequence 0.57 10.89 9.83 1.18 |3.37 4.33e:04|0.75 5.37601] 4.30 7.35E:05| BL-Down-2
Similarity 198 Member A
ENSMMUG00000020342 KAT2B Lysine Acetyltransferase 28 | 1.08 18.42 23.93 1.76 | 4.10 3.16E07|0.93 3.49€-01| -4.20 4.89£-06] BL-Down-2
ENSMMUG00000015473  CFAP97 C"'aAndPFr'Ztg:ilLassoc'atEd 921 36.14 3538 6.13 |1.40 1.21£02|0.10 9.06E:01| -2.19 4.23£-04| BL-Down-2
ENSMMUG00000045620 2060 5537 49.80 24.97|1.37 2.886-04|-0.05 931601 -1.01 4.80E-02| BL-Down-2
ENSMMUG00000011958 12.76 #u##H 294.43 70.40 | 4.52 3.01E-16]-0.18 8.43E01] -1.95 8.876:03| BL-Down-2
ENSMMUG00000002277 UBN2 Ubinuclein 2 15.68 33.08 2249 13.29]1.00 3.05£-03]-0.66 6.186-02] -0.91 3.90£:02| BL-Down-2
ENSMMUG00000038794 BRIX1 BRX1, Biogenesis Of Ribosomes | 9.56 22.51 16.91 7.26 | 1.25 6.276-03|-0.40 4.60601] -1.18 4.67E-02| BL-Down-2
ENSMMUG00000018972  POLR3G RNA Polymerase |1l Subunit G | 4.18 15.43 19.25 10.15 | 1.71 4.46£-03|0.74 2.79601] -1.72 2.286-02| BL-Down-2
ENSMMUG00000014782 sTC2 Stanniocalcin 2 066 579 337 139 |435 9.15605|-1.45 2.67601| -3.38 2.00£-02| BL-Down-2
ENSMMUG00000015975 152 38.05 4498 929 |4.48 1.376-12|0.02 9.85E-01] 2.18 9.926:03| BL-Down-2
ENSMMUG00000014072 IER3 Immediate Early Response 3 | 0.80 ###### 85.97 4.42 |7.29 7.156-14|-0.09 957601 3.44 7.71£-03| BL-Down-2
ENSMMUG00000029466 0.07 1.95 1.72 0.14 |##### 1.05606|-2.67 2.50E01] 6.03 2.72E-02| BL-Down-2
ENSMMUG00000020693  RSL24D1 R'bosgg:i::::‘;mam 13.99 54.68 6459 31.46]1.71 1.11£-05|0.46 3.31601] -1.23 1.576:02] BL-Down-2
ENSMMUG00000014886  paQrs | rogestinAnd AdipoQReceptor| \ o\ 91 g4 009 |4.69 6.97603]0.35 8.84E01| 5.37 8.29E-03| BL-DOWN-2
Family Member 5
ENSMMUG00000004341 MAX MYC Associated Factor X | #Hiitit #i#ti#i# 567.18 99.45 | 2.38 9.55£-09|-0.31 5.88E-01| -2.20 4.40E-06] BL-Down-2
ENSMMUG00000010620  WDR45 WD Repeat Domain 45 281 3432 3233 6.05 |3.31 6.00£-05]-0.15 9.06E01] 2.35 3.26€-02| BL-Down-2
ENSMMUG00000021739 30.64 HH#HE 87.44 543 |2.54 3.55603|-1.71 6.12602] 2.74 1.086-02| BL-Down-2
ENSMMUG00000022303  SLC7A2 S°'”teca”'erF:m"y7Member 0.83 29.99 57.70 12.67 |5.21 1.12€08|1.52 1.54£:01| -2.58 4.43£-02| BL-Down-2
ENSMMUG00000042006 CA13 Carbonic Anhydrase 13 0.06 5.96 4.53 0.16 | 6.05 1.84E-06]0.38 8.41E-01] -5.46 2.51E-04] BL-Down-2
ENSMMUG00000003665 PLBD1 Ph“”gg:g?:?:gofma'“ 0.04 284 17.04 092 |4.22 8.41E03|3.06 5.92602] -4.69 1.59E-02| BL-Down-2
ENSMMUG00000016628 HELB DNA Helicase B 190 12.03 17.24 3.03 |2.53 5.376-04|0.59 5.23c01] 2.66 2.38E-:03] BL-Down-2
ENSMMUG00000042077 0.08 2649 4987 567 |8.79 3.25619[1.11 2.47601] 2.82 9.92€-03| BL-Down-2
ENSMMUG00000012317 DPF2 Double PHD Fingers 2 33.03 s 19510 39.26 | 2.85 2.78£-08-0.48 4.756-01] -1.68 1.38E-02| BL-Down-2
ENSMMUG00000002183  osspLg  Xvetero! B'"d'S"ngte'”L'ke 151 563 771 132 |1.88 7.85603]0.86 2.80E01] 3.16 3.78E:05 BL-Down-2
ENSMMUG00000003314 AQP3 Aquaporin 3 (Gill Blood Group)| 10.74 ##### 90.25 15.72 | 4.23 2.34£08|-0.92 3.266-01| -2.80 3.78e-03] BL-DOwn-2
ENSMMUG00000040135 PDCL3 Phosducin Like 3 2047 HiH#HH 543.56 #H| 456 2.176-16/0.18 8.41601] -1.96 8.43E-03| BL-Down-2
Melanoma Antigen
ENSMMUGO0000010657 ~ LOC700564  Preferentially Expressed In | 1.23  32.17 10.58 2.10 |4.75 3.986-07|-1.42 2.00£:01] 2.95 1.82€-02| BL-Down-2
Tumors
ENSMMUG00000012118  EFCABS EFhand Calcium Binding | ) 535 187 020 |4.94 1.03e04|1.37 3.77601] -3.75 3.10802] BL-DOWN-2

Domain 5




ENSMMUG00000047705 0.04 1.16 0.74 057 |8.81 1.02£05[-0.93 7.39601] 5.58 4.54E-02| BL-Down-2
ENSMMUG00000019632  RSL1D1 R'boéznr:f;i;?n[:lmam 71.54 ##s#ss 24591 88.87 | 1.76 2.296-10{0.03 9.486:01] -1.36 3.77E-05| BL-Down-2
ENSMMUG00000013877 OTOA Otoancorin 1.03 490 3.74 007 |2.94 2.686-02|-2.36 8.51602| 3.60 3.77E:02] BL-Down-2
Chromosome 20 Open Reading
ENSMMUG00000018102  C20H160rf70 556 17.76 16.21 5.07 |1.73 1.216-02]-0.02 9.85601] 2.17 8.28¢-03| BL-Down-2
Frame, Human C160rf70
ENSMMUG00000021792 ATPOB ATPase Phospholipid 542 1821 7.63 292 |1.56 2.376-02|-0.95 1.986:01] -1.89 2.59-02| BL-Down-2
Transporting 9B (putative)
ENSMMUG00000028843  SLC5AS S°'”teca"'erF§m'ly5Member 012 253 041 002 |540 2.076-03|-1.51 4.63601] 5.91 6.14E-03| BL-Down-2
ENSMMUG00000009292 ZIK1 Zinc Finger Protein Interacting | 5 ) 1556 587 1.46 |1.76 2.48£03|-0.86 1.856:01| -1.70 2.206-02] BL-DoWn-2
With K Protein 1
ENSMMUG00000015673 ZIm3 Zinc Finger Imprinted 3 027 #i#H# 10041 7.11 |9.34 1.64E34|-1.18 2.08601] 3.55 1.82E-04| BL-Down-2
ENSMMUG00000012157 USP29  Ubiquitin Specific Peptidase29| 0.20 13.43 497 0.71 |5.35 2.056-10|-1.16 2.60E-01| 2.47 3.78E-02] BL-Down-2
Class | Histocompatibility
ENSMMUGO0000039741  LOC720395  Antigen, Gogo-B*0101 Alpha | 0.13  3.95 11.63 0.61 |5.50 4.756-05]0.95 5.876:01] -4.88 4.26€-03| BL-Down-2
Chain-like
ENSMMUG00000007377 LOC106995802  Zinc Finger Protein 679-like | 5.71 ##s#i# 227.89 13.52 | 5.84 5.96E-17|-0.67 4.73601] -3.77 5.726-06| BL-Down-2
ENSMMUG00000041735 4.05 2057 23.71 10.10|2.73 4.87605[0.03 9.78601] 2.03 2.20E-02| BL-Down-2
ENSMMUG00000043586 D3 '”h'b'togggs)/:j;”d'”gs’ 022 224 347 150 |3.08 8.09£03|2.88 1.296:02] -3.90 5.08£-03| BL-Down-3
ENSMMUG00000032031  LOC713714 GOSR'bgzZLZ”:)';::emm 90.60 #um 463.94 #nn] 0.97 7.35603|1.66 9.996-07| -1.20 5.44£-03| BL-DOwn-3
ENSMMUG00000001349 CHLL Cell Adhesion Molecule L1 Like| 0.00 0.75 0.80  0.49 | 9.48 1.54E07|5.87 5.786-04| -5.55 6.196-03] BL-Down-3
ENSMMUG00000031898 65.75 ##H#HE 591.82 #H|2.22 7.77613|1.06 1.51603] 0.89 4.586-02| BL-Down-3
ENSMMUG00000044501  LOC702620 GOSR'bg:ZLEﬂ;;:;emm 81.15 #usu# 430.61 #| 0.94 5.46£803|1.76 2.26608| -1.17 3.30£-03] BL-Down-3
ENSMMUG00000048214  LOC715037 GOSR'b‘;ZZLT;';er::e'"m 78.80 #u# 398.00 #uus| 0.99 4.386-03]1.59 1.36E06] -1.20 3.29-03| BL-Down-3
ENSMMUG00000039222 82.51 #hHHHE 402.21 ####H#| 0.95 8.19603|1.64 1.03E-06|-1.17 6.186-03] BL-Down=3
ENSMMUG00000042009 005 1.11 4614 20.75|2.96 3.50£-03|7.82 6.096-19| -2.75 2.526-02| BL-Down-3
ENSMMUG00000029534 HHHHIE RHBHEH HHEHHEH HRER] 219 4.00E-13]1.03 1.526-03] -0.91 3.266-02] BL-Down=3
ENSMMUG00000023265  AKAP12  Akinase Anchoring Protein12 | 0.27 12.88 185.26 31.19 | 4.07 1.11£-05|5.88 8.086-11] 3.81 5.39-04| BL-Down-3
ENSMMUG00000014412 Hi e 839.47 | 2.13 2.85611]1.00 3.826:03] 0.94 3.84E-02| BL-Down=3
ENSMMUG00000032052  LOC699681 GOSR'bgzZLZ”:)';::emm 28.42 60.28 135.34 #uH|0.98 9.336-03|1.64 3.84E06] -1.06 2.47E-02| BL-Down-3
ENSMMUG00000020873 SPIC Spi-C Transcription Factor | 0.02 2.70 42.69 18.78 | 4.08 2.156-03[6.37 3.08c-08| 3.41 3.00E-02| BL-Down-3
ENSMMUG00000041517 LOC100427498 GOSR'bEZZS;ﬂ;:;e'“m 63.47 Husass 328.72 #umn|0.88 1.94£02]1.79 1.86£:07] -1.15 9.196-03| BL-Down-3
ENSMMUG00000000422 RPL12 Ribosomal Protein L12 | #u#s#e st 808.15 ##s#s#| 1.00 4.76£03|1.68 3.836-07| -1.20 4.016-03] BL-Down=3
ENSMMUG00000031250  LOC708085 GOSR'b‘;ZZLT;';er::e'"Bl 67.57 #u 395.38 sume| 1.28 1.776-03|1.47 2.20804] -1.11 3.736-02| BL-Down=3
ENSMMUG00000002704 69.66 HHHE 618.20 #uhH|2.18 1.166-13|1.07 6.64604] 0.90 2.776-02| BL-Down-3
ENSMMUG00000047655 51.58 H#H#H 464.56 #H| 2.45 551612]0.92 1.97602] -1.01 4.756-02| BL-Down-3
ENSMMUG00000013429 RPS19 Ribosomal ProteinS19 | 62.50 ###### 602.98 ##u#i#| 2.50 1.036-13[0.99 7.196-03| -0.96 4.626-02] BL-Down=3
ENSMMUG00000002309  LOC720019 605 Ribosomal Protein L12-like| ##tt sttt 707.03 #emitt| 0.97 5.74£-03]1.70 2.536:07| -1.21 3.24£-03| BL-Down-3
ENSMMUG00000043313 99.74 #hHHHE 49834 ##H#HE| 0.93 8.85603|1.67 4.066-07| -1.22 3.11£-03| BL-Down=3
ENSMMUG00000019239  TBC1D19 BT Doma'"lF;m'WMember 078 057 242 0.12 |-4.33 3.43e02|5.98 2.27603| -8.04 6.266-04] BL-Down-4
Solute Carrier Family 25
ENSMMUG00000007310  SLC25A12 e 405 091 295 078 |-2.93 6.696-03|2.96 5.676:03] 2.97 3.11E-02| BL-Down-4
Molybdenum Cofactor
ENSMMUG00000018791  MOCOS o 413 133 148 0.8 |-3.00 5.38603|2.41 3.12602| -4.01 2.22£-03| BL-Down-4

a) FPKM: Fragments Per Kilobase of transcript per Million mapped reads.
b) L2FC: Log fold change of base 2.
c) FDR: False discovery rate. Adjusted p-value using the Benjamin-Hochberg method.




