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Table A. Individual characteristics of included studies on incidence of chikungunya in Indonesia 

Study Setting  Presentation  Outbreak Year Regions Design  Sex ratio 

(M/F) 

Age 

range 

Chikungunya 

diagnosis  

Number 

of cohort  

Incidence rate Risk of bias Precision Reference 

Assay Sampling  Setting Response rate  

Kosasih et al. Community-

based  

Febrile No 2000-2004  Bandung Prospective 1.85: 1 18-66 

years 

RT-PCR, viral 

isolation, IgM 

5,704 10.1/100 persons-

year 

Low NA Low Unknown High [1] 

Capeding et al. Community-

based  

Febrile No 2010 2011 Jakarta, 

West Java, 

Bali  

Prospective Unknown 2-14 

years 

NS1 positive  446 8.8 /100 person-years 

 

Low NA  Low Unknown High [2] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table B. Individual characteristics of included studies on seroprevalence of anti-CHIKV IgM antibodies in Indonesia 

Study Setting  Presentation  Outbreak Year Region Design  Subject Sample 

tested  

Positive cases Diagnosis 

method  

Risk of bias Precision Reference 

Number  % Assay Sampling Setting Response rate  

Sari et al. Hospital-

based 

Febrile Yes 2015-

2016 

Bali Cross-sectional  Chikungunya 

suspect patients 

15 2 13.3 IgM ELISA Low NA Low Unknown Low [3] 

Ngwe et al. Hospital-

based 

Febrile No 2004-

2005 

Indonesia Cross-sectional Dengue suspect 

patients  

198 7  3.5 IgM ELISA Low NA Low Unknown High [4] 

Capeding et al. Community

-based 

Febrile No 2010 Jakarta, West 

Java, Bali 

Prospective Febrile episodes 105  26  24.8 IgM ELISA Low NA Low Unknown  High  [2] 

Laras et al. Community

-based 

Febrile Yes 2002 Bekasi Cross-sectional Chikungunya 

suspect patients 

93  40 43.0 IgM ELISA Low NA Low Unknown  Low [5] 

Laras et al. Community

-based 

Non-febrile Yes 2002 Bekasi Cross-sectional Healthy 

individuals 

124 13  10.4 IgM ELISA Low Low Low Unknown  High [5] 

Laras et al. Community

-based 

Non-febrile Yes 2002 Bekasi Cross-sectional Healthy 

individuals 

21 4   19.0 IgM ELISA Low Low Low Unknown  Low [5] 

Laras et al. Community

-based 

Non-febrile   No 2002 Bekasi  Cross-sectional Healthy 

individuals 

55 0  0.0 IgM ELISA Low Low Low Unknown  Low [5] 

Laras et al. Community

-based 

Febrile Yes 2001 Bogor  Cross-sectional Chikungunya 

suspect patients 

86  52  60.4 IgM ELISA Low NA Low Unknown  Low [5] 

Laras et al. Community

-based  

Non-febrile Yes 2001 Bogor  Cross-sectional Healthy 

individuals 

45  8 48.0 IgM ELISA Low Low Low Unknown  Low [5] 

Laras et al. Community

-based 

Non-febrile Yes 2001 Bogor  Cross-sectional Healthy 

individuals 

25 12  48.0 IgM ELISA Low Low Low Unknown  Low [5] 

Laras et al. Community

-based 

Non-febrile   No 2001 Bogor  Cross-sectional Healthy 

individuals 

99 9  9.1 IgM ELISA Low Low Low Unknown  Low [5] 

Porter et al.  Community

-based 

Febrile Yes 1998-

1999  

Yogyakarta Cross-sectional Were chikungunya 

suspect patients 

61 2  3.2 IgM ELISA Low NA Low Unknown Low [6] 

Porter et al.  Community

-based 

Non-febrile Yes 1998-

1999  

Yogyakarta Cross-sectional Healthy 

individuals 

76 3  3.9 IgM ELISA Low Unknown Low Unknown Low [6] 

Porter et al.  Community

-based 

Febrile No 1998-

1999  

Yogyakarta Cross-sectional Healthy 

individuals 

57 15  26.3 IgM ELISA Low Unknown Low Unknown Low  [6] 

Porter et al. Community

-based 

Non-febrile No 1998-

1999  

Yogyakarta Cross-sectional Healthy 

individuals 

123 7 5.6 IgM ELISA Low Unknown Low Unknown High [6] 

 

 

 

 



Table C. Individual characteristics of included studies on seroprevalence of anti-CHIKV IgG antibodies in Indonesia 

Study Setting  Presentation Outbreak Year Region Design  Subject Sample 

tested   

Positive cases Diagnosis 

method  

Risk of bias Precision Reference 

Number   % Assay Sampling Setting Response rate  

Sari et al. Hospital 

based 

Febrile Yes  2015 Bali Cross-

sectional 

Chikungunya 

suspect patients 

8 0 0.0 IgG Low NA Low Unknown Low [3] 

Ngwe et al. Hospital-

based 

Febrile No 2004-

2005a 

Indonesia Cross-

sectional 

Dengue suspect 

patients 

198 87 43.9 IgG Low NA Low Unknown High [4] 

Suharti et al. Hospital-

based 

Febrile No 1995-

1996 

Semarang Cross-

sectional 

Dengue suspect 

patients 

60  14 23.3 IgG Low NA Low Unknown Low [7] 

Porter et al. Community-

based 

Febrile Yes  1998-

1999 

Yogyakarta Cross-

sectional 

Were chikungunya 

suspect patients 

61 43 70.4 IgG Low NA Low Unknown Low  [6] 

Porter et al. Community-

based 

Non-febrile Yes  1998-

1999  

Yogyakarta Cross-

sectional 

Healthy 

individuals 

76 34 44.5 IgG  Low Unknown Low Unknown Low  [6] 

Porter et al. Community-

based 

Febrile No 1998-

1999  

Yogyakarta Cross-

sectional 

Were chikungunya 

suspect patients 

57 24 42.1 IgG Low NA Low Unknown Low  [6] 

Porter et al. Community-

based 

Non-febrile No    1998-

1999  

Yogyakarta Cross-

sectional 

Healthy 

individuals 

123 33 26.8 IgG Low Unknown Low Unknown High [6] 

Laras et al. Community-

based 

Febrile Yes  2002 Bekasi Cross-

sectional 

Chikungunya 

suspect patients 

93  68 73.1 IgG Low NA Low Unknown  Low [5] 

Laras et al. Community-

based 

Non-febrile Yes  2002 Bekasi Cross-

sectional 

Healthy 

individuals 

145 65 44.8 IgG Low Low Low Unknown  High  [5] 

Laras et al. Community-

based 

Non-febrile No    2002 Bekasi  Cross-

sectional 

Healthy 

individuals 

55 3 5.4 IgG Low Low Low Unknown  Low [5] 

Laras et al. Community-

based 

Febrile Yes  2001 Bogor  Cross-

sectional 

Chikungunya 

suspect patients 

86  58  67.4 IgG Low NA Low Unknown  Low [5] 

Laras et al. Community-

based 

Non-febrile Yes  2001 Bogor  Cross-

sectional 

Healthy 

individuals 

70 35 50.0 IgG Low Low Low Unknown  Low [5] 

Laras et al. Community-

based 

Non-febrile No    2001 Bogor  Cross-

sectional 

Healthy 

individuals 

99 13 13.1 IgG  Low Low Low Unknown  Low [5] 

Laras et al. Unknown  Febrile Yes  2002-

2003b 

North 

Sulawesi 

Unknown Chikungunya 

suspect patients 

222 18 8.1 IgG Low NA Low Unknown High  [5] 

Kanamitsu et al. Unknown Non-febrile No    1972 Kalimantan  Cross-

sectional 

Healthy 

individuals 

692 151 21.8 HI Low Unknown Low Unknown High [8] 

Kanamitsu et al. Unknown Non-febrile No    1972 Java Cross-

sectional 

Healthy 

individuals 

54 0 0.0 HI Low Unknown Low Unknown Low [8] 

Kanamitsu et al. Unknown Non-febrile No    1972 Bali Cross-

sectional 

Healthy 

individuals 

107 2 1.9 HI Low Unknown Low Unknown High [8] 

Kanamitsu et al. Unknown Non-febrile No    1972 Lombok Cross-

sectional 

Healthy 

individuals 

140 6 4.3 HI Low Unknown Low Unknown High [8] 



Kanamitsu et al. Unknown Non-febrile No    1972 Kupang Cross-

sectional 

Healthy 

individuals 

121 15 12.4 HI Low Unknown Low Unknown High [8] 

Kanamitsu et al. Unknown Non-febrile No    1972 Sulawesi Cross-

sectional 

Healthy 

individuals 

298 55 18.4 HI Low Unknown Low Unknown High [8] 

Kanamitsu et al. Unknown Non-febrile No    1972 Ambon Cross-

sectional 

Healthy 

individuals 

321 37 11.5 HI Low Unknown Low Unknown High [8] 

 Tesh et al. Unknown Non-febrile No    1972 Kalimantan Cross-

sectional 

Unknown 199 28 14.1 PRNT Low Unknown Low Unknown High [9] 

 Tesh et al. Unknown Non-febrile No    1971 Sulawesi Cross-

sectional 

Unknown 125 24 19.2 PRNT Low Unknown Low Unknown High [9] 

 Tesh et al. Unknown Non-febrile No    1971 Ambon Cross-

sectional 

Unknown  64 2 3.1 PRNT Low Unknown Low Unknown Low [9] 

 Tesh et al. Unknown Non-febrile No    1969-

1970 

Papua  Cross-

sectional 

Unknown 243 45 18.5 PRNT Low Unknown Low Unknown High [9] 

 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table D. Individual characteristics of included studies on Chikungunya virus genotypes circulating in Indonesia 

Study Presentation Outbreak Year Location Design Setting  Cases Diagnosis  Sample Origin Number of 

sequences 

Genotype(s)  Accession number 

(GenBank) 

Risk of bias Reference 

Isolate Location & 

Date 

Sasmono et al. Febrile  No 2015 Jambi Cross-

sectional 

Local cases DEN-like 

illness 

alphavirus-

specific 

PCR 

103 tested  

 

Human 8 Asian KX097981-

KX097988  

Low Low [10] 

Sari et al. Febrile Yes 2016 Bali Cross-

sectional 

Local cases Acute febrile PCR or 

CHIKV-

specific 

IgM 

15 tested Human 6 Asian KY885022-

KY885027 

Low Low [3] 

Yang et al. Febrile Unknown 2007-

2014 

Indonesia  Cross-

sectional 

Exported 

case 

CF and DF 

suspected 

cases 

RT-PCR, 

IgM and 

IgG, 

Isolation  

 Unknown Human 29  ECSA (6), Asian 

(23) 

KU561427-

KU561432 and 

KU561436-

KU561458 

Low Low [11] 

Riswari et al. Febrile No  2007 Bandung retrospective 

cohort study 

Local cases Non-DENV 

acute febrile 

RT-PCR, 

isolation, 

IgM 

5 Human 3 Asian KT175539-

KT175541 

Low Low [12] 

Wolfel et al. Febrile Unknown 2012 Bali Cross-

sectional 

Exported 

case 

Chikungunya 

fever case 

Unknown  1 Human 1 Asian KM673291 Low Low [13] 

Maha et al. Febrile Yes 2011 Mataram, 

Jembrana, 

Tangerang, 

Ngawi, 

Kubu Raya 

Cross-

sectional 

Local cases  Chikungunya-

suspect case 

PCR (RT-

PCR 

109 tested Human 28 ECSA (2), Asian 

(26) 

KJ729829-KJ729856 Low Low [14] 

Shchelkanov et al. Febrile Unknown 2013 Indonesia Cross-

sectional 

Exported 

case 

Chikungunya 

fever case 

Unknown 1 Human 1 Asian KF872195 Low Low [15] 

Scholte et al. Febrile Unknown 2010 Indonesia Cross-

sectional 

Exported 

case 

Chikungunya-

suspect case 

Unknown 1 Human 1 ECSA KC862329 Low Low [16] 

Kosasih et al. Febrile No 2000-

2008 

Bandung prospective Local cases Non-dengue 

febrile illness 

IgM, IgG, 

RT-PCR, 

isolation 

47 positive 

RT-PCR 

Human 20 Asian KC879559-

KC879578 

Low Low [1] 

Mulyatno et al. NA No 2011 Surabaya Cross-

sectional 

Local  

mosquitos 

NA Culture 

and RT-

PCR 

29 pools Ae. aegypti 

male 

2 Asian AB678689-

AB678690 

Low Low [17] 

Mulyatno et al. Febrile No 2010-

2011 

Surabaya Cross-

sectional 

Local cases DF or CHIKF 

diagnosed 

cases 

Culture 

and RT-

PCR 

773 cultured Human 17  Asian  AB678691-

AB678695 

AB678678-

AB678688 

Low Low [17] 



Study Presentation Outbreak Year Location Design Setting  Cases Diagnosis  Sample Origin Number of 

sequences 

Genotype(s)  Accession number 

(GenBank) 

Risk of bias Reference 

Isolate Location & 

Date 

Grandadam et al. Unknown Unknown 2009 Indonesia Cross-

sectional 

Exported 

case 

Unknown Unknown Unknown Human 1 Asian FR846307 Low Low [18] 

Volk et al.  Unknown  Unknown 1983 Indonesia Unknown Unknown Unknown Unknown Unknown Human 1 Asian HM045791 Low Low [19] 

Volk et al.  Unknown  Unknown 1985 Indonesia Unknown Unknown Unknown Unknown Unknown Human 1 Asian HM045797 Low Low [19] 

Ng et al. Febrile Unknown 2008 Indonesia  Cross-

sectional 

Exported 

case 

Suggestive of 

CHIKF cases 

RT-PCR 

and IgM 

Unknown Human 2  ECSA (1), Asian 

(1) 

FJ445483, FJ445472 Low Low [20] 

Huang et al.  Febrile Unknown 2007-

2008 

Indonesia  Cross-

sectional 

Exported 

case 

Fever cases RT-PCR Unknown Human 7 Asian  FJ807897, 

FJ807886-FJ807891 

Low Low [21] 

Shu et al. Febrile Unknown 2007 Indonesia  Cross-

sectional 

Exported 

case 

Fever cases RT-PCR, 

IgM, IgG, 

IgA 

Unknown Human 1 Asian  EU192143 Low Low [22] 

Powers et al. Unknown Unknown 1985 Ambon  Unknown Local cases  Unknown Unknown Unknown Human 1 Asian AF192894 Low Low [23] 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Table E. Individual characteristics of included studies on exported chikungunya cases originating from Indonesia  

Study Presentation Year(s) Country of 

reporting  

Design Setting  Sample 

tested  

Number of 

confirmed 

cases 

Diagnosis method Genotype (n) Risk bias Reference  

Travel 

history 

Diagnosis 

method 

Knope et al. Febrile  2013-2014 Australia Cross-sectional  Passive surveillance system  Unknown  47 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [24] 

Yang et al. Febrile 2012-2014 Taiwan  Cross-sectional Active and passive surveillance system  Unknown  23 RT-PCR, isolation and 

sequencing 

Asian (15) and 

unidentified (8) 

Low Low [11] 

Knope et al. Febrile 2012-2013 Australia Cross-sectional Passive surveillance system Unknown 34 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [25] 

Yang et al. Febrile 2009-2010 Taiwan Cross-sectional Active and passive surveillance system  Unknown  16 RT-PCR, isolation and 

sequencing 

Asian (8), ECSA 

(6) and 

unidentified (2)  

Low Low [11] 

Wolfel et al. Febrile 2012 Germany  Cross-sectional Case-study  1 1 Isolation and sequencing Asian (1) Low Low [13] 

Knope et al. Febrile 2011-2012 Australia Cross-sectional Passive surveillance system Unknown 2 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [26] 

Shchelkanov et al. Febrile  2013 Russia Cross-sectional Case-study 1 1 RT-PCR, isolation and 

sequencing 

Asian (1) Low Low [15] 

Roth et al. Unknown  2013 New Caledonia Unknown Unknown Unknown 1 RT-PCR and sequencing Asian (1) Low Low [27] 

Knope et al.  Febrile 2010-2011 Australia Cross-sectional Passive surveillance system Unknown 32 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [28] 

Cha et al. Febrile 2009-2010 South Korea Cross-sectional A part of dengue surveillance  Unknown 3 IgM  NA Low Low [29] 

Scholte et al. Febrile 2010 Netherlands Cross-sectional Unknown   1 1 Isolation and sequencing ECSA (1) Low Low [16] 

Dupont-Rouzeyrol et 

al. 

Febrile 2011 New Caledonia Unknown Unknown Unknown 2 Serology  NA High  Low [30] 

Chaves et al. Febrile 2010 Brazil Cross-sectional Case-study  1 1 IgM, IgG  NA Low Low [31] 

Albuquerque et al. Febrile 2010 Brazil  Cross-sectional Case-study  1 1 IgM and HI test  NA Low Low [32] 

Wright et al. Febrile 2009-2010 Australia Cross-sectional Passive surveillance system Unknown 7 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [33] 

Mizuno et al. Febrile 2009 Japan Cross-sectional Case-study  3 3 IgM and PRNT NA Low Low [34] 

Grandadam et al. Febrile 2009 France  Cross-sectional Unknown   1 1 IgM, RT-PCT and 

sequencing 

Asian (1) Low Low [18] 



Study Presentation Year(s) Country of 

reporting  

Design Setting  Sample 

tested  

Number of 

confirmed 

cases 

Diagnosis method Genotype (n) Risk bias Reference  

Travel 

history 

Diagnosis 

method 

Kobashi et al. Febrile 2010 Japan Cross-sectional Case-study  1 1 IgM and RT-PCR NA Low Low [35] 

Fitzsimmons et al. Febrile 2008-2009 Australia Cross-sectional Passive surveillance system Unknown 2 IgM, IgG, RT-PCR and 

isolation 

NA Low Low [36] 

Huang et al. Febrile 2006-2009 Taiwan  Cross-sectional Active surveillance system Unknown 7 RT-PCR, isolation and 

sequencing 

Asian (7) Low Low [21] 

Ng et al. Febrile 2009 Singapore Cross-sectional Active surveillance Unknown 3 IgM, RT-PCR and 

sequencing 

Asian (1), ECSA 

(1) 

Low Low [20] 

Fitzsimmons et al. Febrile 2007 Australia  Cross-sectional Passive surveillance system Unknown 3 IgM, IgG and RT-PCR  NA Low Low [37] 

Shu et al. Febrile 2007 Taiwan Cross-sectional Active surveillance system Unknown 1 RT-PCR, isolation and 

sequencing 

Asian (1) Low Low [22] 

Panning et al. Febrile 2006 Europe Cross-sectional Passive surveillance system Unknown 1 IgM, IgG or RT-PCR NA Low Low [38] 

Harnett and Bucens Febrile 1989 Australia Cross-sectional Case-study  1 1 IgM, IgG and isolation  NA Low Low [39] 
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