
 

Figure S3. Comparison between pre- and post DSA-adjusted data sets of the number of differentially 
expressed genes and expression profiles of the union of 4928 genes from 3 between-group comparisons 
of non-RSV, asRV, and RSV each versus negative control subjects. Upregulated genes were all genes that 
were upregulated in any of the 2-way comparisons between RSV and Ctrl, non-RSV and Ctrl, and asRV 
and Ctrl. Downregulated genes were all genes that were downregulated in any of the same 
comparisons. (A) Number of differentially expressed genes before and after DSA adjustment (counted 
within the 28476 TCs); (B and C) Expression profiles of the 4928 genes before and after DSA adjustment. 

 


