Total Spectrum Count

Protein ID Accession Number Alternate ID MW(kDa) WT NOMV-KO NOMV-Empty NOMV-FHbp

Cluster of Class-3 porin protein (Fragment) OS=Neisseria meningitidis GN=porB PE=3 SV=1 (Q51147_NEIME) Q51147_NEIME [63] porB 362 1448 1225 855
=38

Cluster of Outer membrane protein class 4 OS=Neisseria meningitidis NM2795 GI (AOA125WFE9_NEIME) AOA125WFE9_NEIME [8] rmpM 26 936 433 485 444
Cluster of Iron-regulated outer membrane protein (Fragment) OS=Neisseria meningitidis GN=fetA PE=3 SV=1 (Q84029_NEIME) Q84029_NEIME [37] fetA 74 31 360 301 353
Cluster of Factor H binding protein (Fragment) OS=Neisseria meningitidis GN=gna1870 PE= 4 SV=1 (D3IQT5_NEIME) D3IQT5_NEIME [74] gnat1870 23 35 0 25 315
Cluster of Periplasmic iron-binding protein (Fragment) OS=Neisseria gonorrhoeae GN=fby SV=1(Q50988_NEIGO) Q50988_NEIGO [10] fop 34 32 283 383 186
Cluster of Ig o (strain alpha14) GN |ga| PE=4 SV=1 (C6S5X1_NEIML) CBS5X1_NEIML [29] igat 203 20 417 498 169
Cluster of PorA OS=Neisseria meningitidis GN=porA PE=3 SV=1 (Q9JPT1_NEIME) Q9UPT1_NEIME [156] porA 42 69 301 310 144
Cluster of Transferring binding prulem 1 (Fragment) OS=Neisseria meningitidis GN=1 lpr PE=3 SV=1 (053136_NEIME) 053136_NEIME [26] topA 99 44 110 82 135
Cluster of rotein O C /'serotype 2a (strain ATCC 700532 / DSM 15464 / FAM18) GN=NMC0490 PE=3 SV=1 (A1KSF9_NEIMF) ATKSF9_NEIMF [10] NMC0490 31 3 76 93 17
Cluster of Elongation factor Tu 0S= Neissera meningitidis LNP21362 GN=tuf PE=3 SV=1 (ADAOABFA98_NEIME) AOAOABFA98_NEIME [10] tuf 43 90 192 248 108
Cluster of o LNP21362 GN=N875_01600 PE=4 SV=1 (AOAOABF236_NEIME) AOAOABF236_NEIME [7] N875_01600 65 90 94 96 104
Cluster of Transferrin binding protein B (Fragment) OS=Neisseria meningitidis serogroup B/ serotype 15 (strain H44/76) PE=4 SV=1 (ADAOE3SU61_NEIMH) AOAOE3SUB1_NEIMH [30] bpB 72 4 61 51 91
Cluster of Outer membrane protein assembly factor BamA OS=Neisseria gonorrhoeae GN=omp85 PE=3 SV=1 (P95359_NEIGO) P95359_NEIGO[12] omps5 88 126 88 86 84
Cluster of Class 5¢ outer membrane protein (Fragment) OS=Neisseria meningitidis GN=opc PE=4 SV=1 (Q51228_NEIME) Q51228_NEIME [8] opc 28 4 17 19 77
Cluster of Type IV pilus biogenesis and protein PilQ O! serogroup B/ serotype 15 (strain H44/76) GN=pilQ PE=3 SV=2 (PILQ_NEIMH) PILQ_NEIMH [8] pilQ 83 172 93 131 76
Cluster of isomerase Of i GN=CNQ34_01945 PE=4 SV=1 (AOA2A3LV89_NEIME) AOA2A3LV89_NEIME [5] CNQ34_01945 31 e 71 81 72
Cluster of PilS cassette OS=Neisseria meningitidis (strain alpha14) GN=pilS2 PE=4 SV=1 (C6SON9_NEIML) CBSING_NEIML [35] pils2 12 252 22 94 71
Clusterof 505 ribosomal protein L2 OS=Nesseria meningidis LNP21362 G (AOAOABFAA4_NEIME) AOAOABFAA4_NEIME [10] ) 0 169 9 28 63
protein O LNP21362 GN=N875_00970 PE: AOAOABF333_NEIME (+2) N875_00970 1461 31 48 60
Clus(eroi Putative lipoprotein Of i idis NM2795 _1510 PE=4 SV=1 _NEIME) AOA125WBX2_NEIME [2] NMEN2795_1510 14 134 64 a7 53
Cluster of Putative binding protein Of alpha275 GN=hasR PE=4 SV=1 (C6SI54_NEIME) CBSI54_NEIME [14] hasR 29 53 66 44 53
Cluster of Lactoferrin binding protein A (Fragment) OS=Neisseria meningitidis PE=3 SV=1 (H8ZXI6_NEIME) H8ZXI6_NEIME [10] LbpA 105 1 45 29 52
Cluster of Hemoglobin receptor (Fragment) OS=Neisseria meningitidis GN=hmbR PE=3 SV=1 (B6DYIS_NEIME) B6DYI9_NEIME [6] hmbR 87 6 30 37 51
Cluster of L protein O is LNP21362 GN=N875_00975 PE=4 SV=1 (AOADABF313_NEIME) AOAOABF313_NEIME [5] N875_00975 13 30 18 34 50
Cluster of protein O (strain alpha14) GN=NMO_1093 PE=4 SV=1 (C65797_NEIML) C6S797_NEIML [4] NMO_1093 1 82 46 59 49
Cluster of Adhesin OS=Neisseria meningitidis LNP21362 GN=N875_06250 PE=4 SV=1 (ADAOABF5SR9_NEIME) AOAOABF5R9_NEIME [3] N875_06250 13 130 13 32 48
Cluster of Alcohol dehydrogenase OS=Neisseria meningitidis serogroup B (strain alpha710) GN=adhA PE=3 SV=1 (E3D230_NEIM?) E3D230_NEIM7 [9] adhA 370 84 97 45
Cluster of Cysteine synthase OS=Neisseria meningitidis alpha153 GN=cysK3 PE=4 SV=1 (C6SB08_NEIME) C6SBO8_NEIME [7] cysK3 5 12 91 121 44
Cluster of Putative lipoprotein Of NM2795 _1176 PE=4 SV=1 (ADA125WD37_NEIME) AOA125WD37_NEIME [17] NMEN2795_1176 24 40 34 38 42
Cluster of 508 ribosomal protein L3 OS=Neisseria meningitidis LNP21362 GN=rpIC PE=3 SV=1 (ADAOABF629_NEIME) AOAOABF629_NEIME [9] IC 26 41 4 26 41
Cluster of Peptidyl-prolyl cis- uans isomerase OS=Neisseria meningitidis LNP21362 GN=N875_08420 PE=4 SV=1 (ADAOABF6Q5_NEIME) AOAOABF6Q5_NEIME [4] N875_08420 33 23 38 41 40
Cluster of ase Of LNP21362 GN=pgk PE=3 SV=1 (ADAOABF5R2_NEIME) AOAOABF5R2_NEIME [10] pak 4 36 41 56 40
Cluster of Putative 1-specific antigen OS=Nei B (strain MC58) PE=4 SV=1 (Q9JXM7_NEIMB) Q9JXM7_NEIMB [10] NMB1969 14 8 74 53 37
Cluster of LysM domain prmem o jtidis ATCC 13091 2194 PE=4 SV=1 (EONCG2_NEIME) EONCG2_NEIME [5] HMPREF0602 2194 50 85 71 90 36
Cluster of L protein B Of i NM2795 GN=IbpB PE=4 SV=1 (A0A125WC21_NEIME) AOA125WC21_NEIME [11] 1bpB 83 3 39 47 36
Cluster of protein FrpA O ingitidis serogroup C GN=frpA PE=3 SV=1 (FRPA_NEIMC) FRPA_NEIMC [13] fpA 122 0 107 102 36
Cluster of 508 ribosomal protein L34 OS=Neisseria meningitidis LNP21362 GN=rpmH PE=3 SV=1 (AOAOABF3W7_NEIME) AOAOABF3W7_NEIME [17] rpmH 5 17 4 19 29
Cluster of Peptidase OS=Neisseria meningitidis GN=iga_2 PE=4 SV=1 (ADAOY6US5J0_NEIME) AOAOY6USJO_NEIME [9] iga_2 148 55 71 28
Cluster of Amino acid ABC transporter subslrale -binding protein OS=Neisseria meningitdis LNP21362 GN=N875_03055 PE=3 SV=1 (\DADABF2T0_NEIME) AOAOABF2TO_NEIME [4] N875_03055 29 63 18 32 27
Cluster of Phosphate Ipha522 GN=pta PE=3 SV=1 (4E795_NEIME) ME795_NEIME [10] pta 72 12 35 92 27
Cluster of 508 ribosomal protein L15 os Neisseria meningitidis LNP21362 GN=rplO PE=3 SV=1 (\DAOABFABO_NEIME) AOAOABFABY_NEIME [14] pI0 15 14 0 9 27
Cluster of Type IV pilus| protein PilW O NM2795 GN=pilF PE=4 SV=1 (AOA125WD38_NEIME) AOA125WD38_NEIME [7] pilF 28 35 20 15 26
Cluster of lated protein TpsA2 O i 93004 _1151 PE=4 SV=1 (JBWLH5_NEIME) JBWLHS_NEIME [14] NMEN93004_1151 255 1 15 32 26
Cluster of Peptidyl-prolyl cis-trans isomerase OS=Neisseria meningitidis serogroup C (strain 053442) GN=NMCC_1470 PE=3 SV=1 (A9M0Z7_NEIM0) AIMOZ7_NEIMO [6] NMCC_1470 B 73 16 27 26
Cluster of Possible lipoprotein OS=Neisseria meningitidis alpha153 GN PE=4 SV=1 (C6SE68_NEIME) CBSEBS_NEIME [16] yraP 19 26 28 32 25
Cluster of NIpB (Fragment) OS=Neisseria meningitidis GN=nlpB PE=4 SV=1 (A7LA07_NEIME) ATLAO7_NEIME [14] nlpB 37 106 38 34 25
Cluster of 508 ribosomal protein L24 OS=Neisseria meningitidis GN=rpIX PE=3 SV=1 (A0A2A3LQ61_NEIME) AOA2A3LQ61_NEIME [2] pIX 12 16 [ 13 24
Cluster of 60 chaperonin OS=Neisseria meningitidis LNP21362 GN=groL. PE=3 SV=1 (AOAOABFID9_NEIME) AOAOABFID9_NEIME [15] groL 57 34 24 43 24
Cluster of Lipoprotein OS=Neisseria meningitidis GN=gna1946 PE=3 SV=1 (XSEPI9_NEIME) XSEPI9_NEIME [5] gna1946 31 183 13 24 23
Cluster of Carboxy-terminal processing protease CipA OS=Neisseria meningitidis NM2795 GN=cipA2 PE=3 SV/=1 (A0A125WDK9_NEIME) AOA125WDK9_NEIME (8] ctpA2 53 15 52 38 23
Cluster of LP bly profein LpiD O serogroup B (slram MC58) GN=IpID PE=1 SV=2 (LPTD_NEME) LPTD_NEIMB [5] IptD 89 27 17 19 23
Cluster of Thiosulfate-binding protein O idi =sbp PE=4 SV=1 (ME621_NEIME) 14E621_NEIME [4] sbp 8 28 17 24 22
Cluster of Protein CrcB OS=Neisseria meningitidis GN:ERSSMM&LUOSZ‘I FE SV=1 (ADAOYSKUX7_NEIME) AOAOY5KUX7_NEIME [4] ERS514410_00524 170 16 18 21
Cluster of protein O LNP21362 GN=N875_05160 PE=4 SV=1 (ADAOABF3W2_NEIME) AOAOABF3W2_NEIME [6] N875_05160 19 19 22 21 21
Cluster of Elongation factor G OS=Neisseria meningitdis LNP21362 GN=fusA PE=3 SV=1 (ADADABF4T9_NEIME) AOAOABFATY_NEIME [11] fusA 7 15 38 111 21
Cluster of Ig o Ipha153 GN=pic1 PE=4 SV=1(C6SG26_NEIME) C6SG26_NEIME [17] pict 159 11 97 109 21
Cluster of synmase o jtidis 93004 GN=ppsA PE=3 SV=1 (JSWMZ9_NEIME) J8WMZ9_NEIME [5] ppSA &7 14 10 29 21
Cluster of TCC 13091 _0618 PE=4 SV=1 (EON7Y8_NEIME) EON7Y8_NEIME [2] HMPREF0602 0618 11 76 14 22 21
Cluster of 508 ribosomal prmem L2| OS=Neisseria meningitidis LNP21362 GN=rplU PE=3 SV=1 (ADAOABF5F2_NEIME) AOAOABF5F2_NEIME [16] IU 1 28 2 4 20
Cluster of protein O LNP21362 GN=N875_01760 PE=3 SV=1 (AOAOABF7M1_NEIME) AOAOABF7M1_NEIME [9] N875_01760 20 5 30 58 20
Cluster of Succinate—CoA ligase [ADP-forming] subunit beta OS=Neisseria meningitidis (strain alpha14) GN=sucC PE=3 SV=1 (C6S6M9_NEIML) CBS6M9_NEIML [5] sucC 41 8 25 27 19
Cluster of Putative outer membrane protein O 93004 _0126 PE=4 SV=1 (JBWEI_NEIME) JBWEN_NEIME [5] NMEN93004_0126 50 2 1 26 18
Cluster of TPR repeat-containing protein O! MO579 GN=M0579_00675 PE=4 SV=1 (AOAOG4BYD5_NEIME) AOAOGABYD5_NEIME [8] M0579_00675 55 17 23 6 18
Cluster of fusion protein Of GN=msrB PE=3 SV=1 (AOA1V3SQW6_NEIME) AOA1V3SQWE_NEIME [8] msrB 58 39 21 32 18
Cluster of 508 ribosomal protein L4 OS=! Nelssena meningitidis serogroup B (strain NZ-05/33) GN=rpID PE=3 SV=1 (ADAOEOTN23_NEIMN) AOAOEOTN23_NEIMN [5] pID 23 58 1 26 18
Cluster of 2,3-butanediol LNP21362 GN=N875_04030 PE=3 SV=1 (AOAOABFAM9_NEIME) AOAOABFAM9_NEIME [3] N875_04030 B 1 26 39 18
Cluster of Ketol-acid i (NADP(+)) i itidis NM2795 GN=ilvC PE=3 SV=1 (AOA125WC25_NEIME) AOA125WC25_NEIME [5] ivC % 91 2 21 18
Cluster of P ding ic protein OS=Nei jtidis GN=potD1 PE=3 SV=1 (X5FBA2_NEIME) X5FBA2_NEIME [4] potD1 44 83 7 21 18
Cluster of Succmalef(‘,nAhgase [ADP-forming] subunit alpha OS=Neisseria meningitidis GN=sucD PE=3 SV=1 (ADA0Y6U395_NEIME) AOAOY6U395_NEIME [3] sucD 31 4 18 23 17
Cluster of Chaperone SurA OS=Neisseria meningitidis 93004 GN=surA PE=4 SV=1 (JSWHQO_NEIME) JBWHQO_NEIME [6] surA 39 72 27 42 17
Cluster of 30S ribosomal protein $12 0S=Neisseria meningitidis serogroup B (strain NZ-05/33) GN=rpsL. PE=3 SV=1 (ADAOEOTMP2_NEIMN) AOAOEOTMP2_NEIMN [17] psL. 14 35 7 22 16
Cluster of 3-phosph o jtidis serogroup B (strain MC58) GN=gapA-2 PE=3 SV=1 (Q9JX95_NEIMB) Q9JX95_NEIMB [5] gapA-2 36 79 8 10 16
Trypsin OS-Sus scrofa PE=1 SV=1 TRYP_PIG 2410 9 9 16
Cluster of Chaperone protein Dnak OS=Neisseria meningitdis serogroup B/ serotype 15 (sirain H44/76) GN=dnaK PE=2 SV=1 (EGMVQ9. NEIMH) E6MVQ9_NEIMH [7] dnak 67 21 18 37 16
Cluster of ABC transporter protein O LNP21362 GN=N875_06710 PE=4 SV=1 (AOAOABFA15_NEIME) AOAOABFA15_NEIME [7] N875_06710 % 2 32 27 15
Cluster of ABC transporter binding protein Of itidis LNP21362 GN=N875_09885 PE=3 S AOAOABF7F8_NEIME [7] N875_09885 29 44 4 12 14
Cluster of Elongation factor Ts OS=Neisseria meningitidis serogroup B / serotype 15 (strain H44/76) GN=tsf PE=3 SV=1 (i E6MZU4_NEIMH [5] st 0 6 19 36 14
Cluster of Peptidyl-prolyl cis-trans isomerase OS=Neisseria meningitidis LNP21362 GN=N875_03035 PE=3 SV=1 (AOAOABF859_NEIME) AOAOABFB59_NEIME [20] N875_03035 19 4 50 33 14
Cluster of Transketolase OS=Neisseria meningitidis 81858 GN=tkt PE=3 SV=1 (ROU0S3_NEIME) ROUOS3_NEIME [8] tt 2 4 13 24 14
Cluster of Porin OS=Neisseria meningitidis GN=porB PE=3 SV=1 (B7SIT2_NEIME) B7SIT2_NEIME [26] porB 38 12 24 22 13
Cluster of Thioredoxin OS=Neisseria meningitidis GN=A6J54_02790 PE=4 SV=1 (A0A1VOGSES_NEIME) AOATVOGSES_NEIME [3] ABJ54_02790 18 2 15 23 13
Keratin, type ll cytoskeletal 1 0S=Homo sapiens GN=KRT1 PE=1 SV=6 K2C1_HUMAN KRT1 66 11 10 13 13
Keratin, e Il cytoskeloal 2 opidermal OS=Homo sapiens GN=KRT2 PE=1 $V=2 K22E_HUMAN KRT2 6 5 10 4 13
protein O GN=A654_02205 PE=4 SV: AOATRIN790_NEIME (+2) ABJ54_02205 9 11 8 8 13
CIus!erol Putative membrane protein OS=Neisseria meningitidis (strain alpha14) GN=NMO_0724 PE=4 SV=1 (C6S699_NEIML) C6S699_NEIML [3] NMO_0724 24 5 5 10 12
Cluster of TonB- eptor LNP21362 GN=N875_04820 PE=3 SV=1 (AOAOABF536_NEIME) AOAOABF536_NEIME [3] N875_04820 70 9 6 12
Cluster of ATP synthase subunit alpha OS=Neisseria meningitidis G! =1 (AOA121T6Z3_NEIME) AOA121T6Z3_NEIME [5] atpA 55 76 2 8 12
Cluster of Enolase OS=Neisseria meningitidis LNP21362 GN=eno PE=3 SV=1 (AOAOA8F703_NEIME) AOAOABF703_NEIME [7] eno 46 163 2 10 12
Cluster of Glutamate dehydrogenase OS=Neisseria meningitidis LNP21362 GN=N875_09320 PE=3 SV=1 (ADAOABF716_NEIME) AOAOABF716_NEIME [10] N875_09320 48 78 6 15 12
Cluster of protein O NM2795 GN=dsbA3 PE=3 SV=1 (AOA125WFYO_NEIME) AOA125WFYO_NEIME [5] dsbA3 26 47 0 9 12
Cluster of Thioredoxin OS=Neisseria meningitidis serogroup B PE=3 SV=1 (AOAOH5QA26_NEIMI) AOAOH5QA26_NEIMI [11] 2 0 29 26 12
Cluster of 508 ribosomal protein L7/L12 OS=Neisseria meningitidis LNP21362 GN=rplL PE=3 SV=1 (AOAOABFA86_NEIME) AOAOABFA86_NEIME [20] L 13 47 11 15 1
Cluster of ComE operon protein 1-related protein OS=Neisseria meningitidis serogroup B (strain MC58) GN=NMB1657 PE=4 SV=1 (Q9.YB8_NEIMB) Q9JYBB_NEIMS [3] NMB1657 22 1 1 8 1
Cluster of Pyruvate E1 component (strain alpha14) GN=aceE PE=4 SV=1 (C6S7H6_NEIML) CBSTHE_NEIML [5] aceE 100 8 14 37 1
308 ribosomal protein S21 OS=Neisseria meningitidis LNP21362 GN=rpsU PE=3 SV=1 AOAOABF554_NEIME (+18) psu 8 10 0 0 10
508 ribosomal protein L 14 OS=Neisseria meningitidis LNP21362 GN=rpIN PE=3 SV=1 AOAOABF638_NEIME (+16) pIN 13 45 1 5 10
Cluster of 47 lipoprotein OS=Neisseria meningitidis PE=4 SV=1 (QUPMP9_NEIME) QOPMP9_NEIME [7] 2 34 9 16 10
Cluster of 508 ribosomal protein L1 OS=Neisseria meningitidis GN=rp|A PE=3 SV=1 (AOAOY6EW99_NEIME) AOAOYBEW99_NEIME [3] pIA 24 11 2 19 10
Cluster of Putative hydrolase OS=Neisseria meningitidis (slrain alphat4) GN=NMO_1967 PE=4 SV=1 (C6S0M4_NEIML) CHSIM4_NEIML NMO_1967 37 2 12 8 10
Cluster of Trigger factor serogroup B (strain N; iig PE=3 SV=1 (AOAOEOTQY5_NEIMN) AOAOEOTQY5_NEIMN [4] tig 48 10 26 51 10
LPS-assembly lipoprotein LptE OS=Neisseria meningitidis LNP21362 GN=IptE PE=3 SV=1 AOAOABFAA5_NEIME (+5) IptE 18 12 9 7 10
308 ribosomal protein S4 OS=Neisseria meningitidis LNP21362 GN=rpsD PE= AOAOABFACS_NEIME (+16) psD 23 24 0 il 9
50 ribosomal protein L27 OS=Neisseria meningitidis LNP21362 GN AOAOABFEN4_NEIME (+15) pmA 0 5 1 1 9
Cluster of Lipoprotein NIpD, putafive OS=Neisseria meningitidis GN=nlpD PE=4 SV=1 (ADAOY5C793_NEIME) ADA0Y5C793_NEIME [3] nipD 42 33 17 22 9
Cluster of NADH-ubiq o LNP21362 GN=N875_03675 PE=4 SV=1 (AOAOABFAE1_NEIME) AOAOABFAE1_NEIME [7] N875_03675 % 2 14 26 9
Cluster of P in SecB O LNP21362 GN=secB PE=3 SV=1 (ADAOABF4U2_NEIME) AOAOABFAU2_NEIME [7] secB. 16 12 8 16 9
Cluster of protein O i 795 5_1566 PE=4 SV=1 (ADA125WCHO_NEIME) AOA125WCHO_NEIME [8] NMEN2795_1566 17 4 a7 44 9
508 ribosomal protein L29 OS=Neisseria meningitidis LNP2|362 GN rpmC PE=3 SV=1_ AOAOABFAA9_NEIME (+18) pmC 7 6 0 0 8
Cluster of Heme ABC exporter, ATP-binding protein CcmA O NM2795 _0410 PE=4 SV=1 (ADA125WFA8_NEIME) AOA125WFAS_NEIME [7] NMEN2795_0410 62 0 6 25 8
Cluster of Outer membrane protein assembly factor BamD OS=Neisseria meningitidis LNP21362 GN=bamD PE=3 SV=1 (ADAOABF481_NEIME) AOAOABF481_NEIME [4] bamD 31 34 12 8 8
Cluster of Outer-membrane lipoprotein LolB OS=Neisseria meningitidis alpha153 GN=lolB PE=3 SV=1 (C6SCD3_NEIME) C6SCD3_NEIME [5] 108 25 14 0 5 8
Cluster of Pyruvate kinase OS=Neisseria meningitidis serogroup B (sirain NZ-05/33) GN=pyk PE=3 SV=1 (ADADEOTMUO_NEIMN) AOAOEOTMUO_NEIMN [8] pyk 52 3 6 6 8
Cluster of Serine o LNP21362 GN=glyA PE=3 SV=1 (AOAOASF7.J0_NEIME) AOAOABF7J0_NEIME [10] glyA 453 1 5 8




Cluster of Superoxide dismutase [Cu-Zn] OS=Neisseria meningitidis GN=sodC PE=3 SV=1 (ADAOY5YZ13_NEIME)
Cluster of L protein O is alpha275 GN=NMW_2164 PE=4 SV=1 (C6SMIS_NEIME)
Kerann typelcywske\e'al 10 0S=Homo sapiens GN=KRT10 PE=1 SV=6

serogroup B (strain NZ- 05/33) GN=NMBNZ0533_1106 PE=4 SV=1

Clustsroi‘ (strain alpha14) GN=metE PE=3 SV=1 (C6S6L5_NEIML)

Cluster of 508 ribosomal protein L35 OS=Neisseria meningitidis ATCC 13091 GN rpm\ PE=3 SV=1 (EONA53_NEIME)
Cluster of Acetate kinase OS=Neisseria meningitidis alpha275 GN=ackA PE=:
Cluster of Adenylate kinase OS=Neisseria meningitidis LNP21362 GN=adk P!
Cluster of Bacterioferritin OS=Neisseria meningitidis LNP21362 GN=N875_ 00990 PE=3 SV=1 (AOAOABF1S7_NEIME)

Cluster of [ \TCC 13091 GN=pnp PE=3 SV=1 (EONA11_NEIME)

Cluster of Putative i family protein O i jtidis alpha275 GN=NMW_2538 PE=4 SV=1 (C6SNK3_NEIME)

Cluster of repeat protein OS=Nei i semgmupa(suam NZ-05/33) GN=NMBNZ0533_0916 PE=4 SV=1 (AOAOEOTPLB_NEIMN)
Cluster of i protein DsbD O

sbD PE=3 SV=1 (AOA2A3LTR2_NEIME)
Cluster of 508 ribosomal protein L28 OS=Neisseria meningitidis LNP21362 GN rme PE=3 SV=1 (AOAOASFSES_NEIME)

Cluster of Membrane protein OS=Neisseria meningitidis LNP21362 GN=N875_00130 PE=4 SV=1 (ADAOA8F2K7_NEIME)

Cluster of NADPH-dependent FMN reductase OS=Neisseria meningitidis serogroup B (strain NZ-05/33) GN=NMBNZ0533_0530 PE=4 SV=1 (ADAOEOTNZ7_NEIMN)
Cluster of P bindi protein O serogroup B PE=3 SV=1 (AOAOH5QV38_NEIMI)

Cluster of Sec-independent protein translocase protein TatA OS=Neisseria meningitidis LNP21362 GN=tatA PE=3 SV=1 (AOAOA8F390_NEIME)
Cluster of Transaldolase OS=Neisseria meningitidis LNP21362 GN SV=1 (AOAOABFERO_NEIME)

Elongation factor P OS=Neisseria meningitidis LNP21362 GN=efp P!
Transferrin binding protein B (Fragment) OS=Neisseria meningitidis PE=4 SV=1

Cluster of L protein O is LNP21362 GN=N875_02780 PE=4 SV=1 (AOAOABF2N5_NEIME)
Cluster of Outer membran protein OS=Neisseria meningitidis (strain alpha14) GN=nspA PE=4 SV=1 (C6S559_NEIML)

Cluster of Laminin subunit alpha Laminin A chain OS=Neisseria meningitidis alpha522 GN=tpc PE=4 SV=1 (4E734_NEIME)
Cluster of Putative lipoprotein Of NM2795 _0105 PE=4 SV=1 (AOA125WFX9_NEIME)
Cluster of Transglycosylase OS=Neisseria meningitidis GN=slt PE=4 SV=1 (A0AOY5YPU4_NEIME)

308 ribosomal protein §9 OS=Neisseria meningitidis LNP21362 GN=rps| PE=3 SV=1

Cluster of 308 ribosomal protein S2 OS=Neisseria meningitidis NM2795 GN=rpsB PE=3 SV=1 (A0A125WAS9_NEIME)
Cluster of 508 ribosomal protein L11 OS=Neisseria meningitidis GN=rpIK PE=3 SV=1 (A0A121QVP4_NEIME)

Cluster of 508 ribosomal protein L9 OS=Neisseria menmgmdls NM2795 GN=rpll PE=3 SV=1 (A0A125WD48_NEIME)
Cluster of DNA-directed RNA subunit bet GN=rpoC PE=3 SV=1 (ADA1V3SMK8_NEIME)
Cluster of Glutamine synthetase OS=Neisseria memngmdls LNP21362 GN=glnA PE=3 SV=1 (ADAOABF6U2_NEIME)

Acy carrier protein OS=Neisseria meningitidis LNP21362 GN=acpP PE=3 SV=1

Cluster of 3 [ GN=leuB PE=3 SV=1 (ADA1V3SRS8_NEIME)
Cluster of 3 reductase O (strain alpha14) GN=fabG PE=4 SV=1 (C6S500_NEIML)
Cluster of 508 ribosomal pvmem L13 OS=Neisseria meningitidis serogroup B/ serotype 15 (sirain H44/76) GN=rpIM PE=3 SV=1 (E6MZP5_NEIMH)
Cluster of LNP21362 GN=govT PE=3 SV=1 (ADAOASF4NG_NEIME)

Cluster of Bifunctional puri protein PurH Of itidis serogroup B GN=purH PE=3 SV=1 (AOAOH5QDY1_NEIMI)
ClusterofaaloucinRNA Hgase 0S=Neisseria meningitidis serogroup A / serotype 4A (strain 2491) GN=ileS PE=3 SV=1 (SYI_NEIMA)
Cluster of Outer membrane fer receptor O (strain alpha =NMO_0332 PE=3 SV=1 (C6S579_NEIML)
Cluster of yclo-ligase O LNP21362 GN=purM PE=3 SV=1 (ADAOABF2Z8_NEIME)
Cluster of reductase O is GN=ABJ54_08400 PE=3 SV=1 (AOA1VOG7T9_NEIME)

Cluster of protein O ia menii C (strain 053442) GN=NMCC_1548 PE=4 SV=1 (AOM1EO_NEIMO)

Cluster of UPF0210 protein N875_09670 OS=Neisseria meningitidis LNP21362 GN=N875_09670 PE=3 SV=1 (ADAOABF7BB_NEIME)
Peptide deformylase OS=Neisseria meningitidis LNP21362 GN=def PE=3 SV=1
Transtetin binding protin B (Fragment) OS=Nsisseria meningilis PE=4 SV=1

protein O! ATCC 13091 GN=| _1882 PE=4 SV=1
GIus!erafl protein O GN=ERS514729_00095 PE=4 SV=1 (ADAOYBE3F5_NEIME)
Cluster of U protein O GN=ABJ54_08695 PE=4 SV=1 (ADATV0GB02_NEIME)
Cluster of protein O is GN=ABL27_06600 PE=4 SV=1 (AOA1B1ZDL3_NEIME)

Peptidase M23 OS=Neisseria meningitidis LNP21362 GN=N875_09105 P!
305 ribosomal protein $13 OS=Neisseria meningitidis GN=rpsM PE=3 Sv=

sv=1

Alkyl reductase AhpD rogroup B (strain NZ-05/33) GN=NMBNZ0533_1569 PE=3 SV=1
Cluster of 308 ribosomal protein S11 OS=Neisseria meningitidis LNP21362 GN=rpsK PE=3 SV=1 (ADADABF4X2_NEIME)
Cluster of synthetase O GN=purA PE=3 SV=1 (A0A1V0OG8X3_NEIME)

Cluster of Aminotransferase OS=Neisseria meningitidis NM2795 GN=tyrB2 P
Cluster of synthase O! NM27
Cluster of hain amino acid o s 93004 GN-ivE PE=4 SV=1 (J8TC62 NEIME)
Cluster of Chemotaxis protein CheY OS=Neisseria meningitidis LNP21362 GN=N875_04075 PE=4 SV=1 (ADAOABFBQ7_NEIME)

Cluster of Electron transfer flavoprotein FAD-binding domain protein OS=Neisseria meningilidis ATCC 13091 GN=effA PE=4 SV=1 (EONC51_NEIME)
Cluster of ligase serogroup C (strain 053442) GN=gshA PE=4 SV=1 (A9LZF6_NEIMO)
Cluster of Leucine~tRNA ligase O is NM2795 GN=leu$ PE=3 SV=1 (AOA125WBF2_NEIME)

Cluster of Maltose phosphorylase OS=Neisseria meningitidis (strain alpha14) GN=mapA PE=4 SV=1 (C6SBR9_NEIML)

Cluster of Oligopeptidase A OS=Neisseria meningitidis NM2795 GN=priC PE=3 SV=1 (ADA125WFNO_NEIME)

Cluster of Putative large exoprotein involved in heme utilization or adhesion of family O

Cluster of Putative peptidase OS=Neisseria meningitidis alpha275 GN=nlpD1 PE=4 SV=1 (C6SH79_NEIME)

Cluster of Ribonuclease E OS=Neisseria meningitidis serogroup A/ serotype 4A (strain Z2491) GN=me PE=3 SV=1 (A)AOU1RGS9_NEIMA)
Clusterof line—tRNA ligase O is LNP21362 GN=valS PE=3 SV=1 (ADAOA8F691_NEIME)

binding protein B O itidis GN=B1A92_10920 PE=4 SV=1
Pu'.anvs cytochrome oxidase subunit OS=Neisseria meningitidis serogroup A/ serotype 4A (strain 22491) GN=NMA1979 PE=4 SV=1
308 ribosomal protein $17 OS=Neisseria meningitidis LNP21362 GN=rpsQ PE=3 SV="

508 ribosomal protein L36 OS=Neisseria meningitidis serogroup B (strain NZ-05/33) GN=rpmJ PE=3 V=1
Cell division protein FtsZ OS=Neisseria meningitidis LNP21362 GN=ftsZ PE=3 sv=1

Cluster 0f 2,345 N itidis GN=dapD PE=3 SV=1 (AOAOY6TGX3_NEIME)
Cluster of 238 rRNA y ATCC 13091 GN=rimB PE=3 SV=1 (EON9K2_NEIME)
Cluster of 508 ribosomal pm«em L10 OS=Neisseria msmngmms LNP21362 GN=rplJ PE=3 SV=1 (AOAOABF4S8_NEIME)

Cluster of TCC _0390 PE=4 SV=1 (EON7BO_NEIME)

GIus!erafAspanakmase OS=Neisseria meningitidis ATCC 13091 GN-IysC PE=3 SV=1 (EON7V4_NEIME)

Cluster of Carbamoyl- phasphale synthase large chain OS=Neisseria meningilidis serogroup B (sirain MCSE)G carB PE 3 SV=1 (CARB_NEIMB)
Cluster of Cysteine 568 Of B (strain MC58) GN=iscS PE=3 SV=1 (ISCS_NEIMB)

Cluster of Efflux pump membrane transporter OS=Neisseria meningitidis LNP21362 GN=N875_09290 P sv=1 (AvoAeFWz,NElME;
Cluster of Glucokinase OS=Neisseria meningitidis M0579 GN=glk_2 PE=3 SV=1 (A0A0G4BVC6_NEIME)

B PE=4 SV=1 (AOAOH5QAE5_NEIMI)

Cluster of Hemolysin secretion/activation protein, ShiB family OS=Neisseria meningitidis serogroup B (strain NZ-05/33) _1736 PE=4 SV=1
Cluster of Nitrogen regulatory protein P-Il OS=Neisseria meningitidis serogroup B / serotype 15 (strain H44/76) GN=NMH_0187 PE=3 SV=1 (E6MVI1_NEIMH)
Cluster of Outer membrane protein assembly factor BamE OS=Neisseria meningitidis (strain alpha14) GN=bamE PE=3 SV=1 (C6S995_NEIML)

Cluster of Peptidase OS=Neisseria meningitidis LNP21362 GN=N875_07960 PE=4 SV=1 (AOAOA8FED7_NEIME)

Cluster of Pilus assembly protein PilP OS=Neisseria meningitidis LNP21362 GN=N875_04710 PE=4 SV=1 (AOAOA8F925_NEIME)

Cluster of Protein translocase subunit SecA OS=Neisseria meningitidis GN=secA_1 P! SV=1 (AOAOY6FMK4_NEIME)

Cluster of Putafive iron-sulfur cluster inserton protein ErpA OS=Neisseria meningitdis serogroup B (strain NZ-05/33) GN=erpA PE=3 SV=1 (A0AOEOTQ88_NEIMN)

Cluster of Singl ded DNA-binding protein O serogroup B (strain NZ-05/33) GN=ssb PE=3 SV=1 (AOAOEOTSI6_NEIMN)
Cluster of Si protein Of LNP21362 GN=N875_07400 PE=3 SV=1 (AOAOABF4X8_NEIME)

family protein OS=Neisseri is GN=fhaB_1 PE=4 SV=1
Lactofe binding protein B O 93004 GN=IbpB P! sv=1

Transferrin-binding protein 1 (Fragment) OS=Neisseria meningitidis PE=1 SV=1
Universal stress protein OS=Neisseria meningitidis LNP21362 GN=N875_10440 PE=3 SV=1

(5 idazole-4- ide isomerase O!
1-acyl-sn-glycerol-3-phosph: o jtidis serogroup B PE=3 SV=1
308 ribosomal protein $14 OS=Neisseria meningitidis LNP21362 GN=rpsN PE=3 SV=1
508 ribosomal protein L23 OS=Neisseria meningitidis M0579 GN=rpIW PE=3 SV=1
508 ribosomal protein L36 OS=Neisseria meningitidis LNP21362 GN=rpmJ PE=3 S

synthase Of LNP21362 GN=N875_10110 PE=4 SV=1
synthase O! serogroup A serotype 4A (strain 22491) GN=argG PE=3 SV=1
Cluster of 3 el NM2795 GN=mmsB PE=4 SV=1 (AOA125WC35_NEIME)
Cluster of 3 3yl Isynthase 2 Of idis LNP21362 GN=N875_07730 PE=3 SV=1 (AOAOABF6F2_NEIME)

Cluster of 508 ribosomal protein L17 OS=Neisseria meningitdis 93004 GN=rplQ PE=3 SV=1 (JOWTPZ_NEIME)
Cluster of 50S ribosomal protein L20 OS=Neisseria meningitidis alpha153 GN=rpIT PE=3 SV=1 (C6SAQ2_NEIME)
Cluster of Antibiotic o: itidis LNP21362 GN=N875_10115 PE=4 SV=1 (AOAOABFBM2_NEIME)

Cluster of B o serogroup B /serotype 15 (strain H44/76) GN=pgmB PE=4 SV=1 (E6MX25_NEIMH)
Cluster of D-alanyl-D-alanine D-alanyl-D-al O 81858 GN=dacB PE=4 SV=1 (ROTXR8_NEIME)
Cluster of Delta- d O Al type 4A (strain Z2491) GN=NMA1011 PE=3 SV=1 (AOAOU1RIB2_NEIMA)

Cluster of DNA gyrase subunit A OS=Neisseria memngmd\s GN=gyrA PE=3 SV=1 (ADAO76U6M4_NEIME)
Cluster of TDP-4 3,5-epi GN=rfbC PE=3 SV=1 (Q51155_NEIME)
Cluster of FetA (Fragment) OS=Neisseria menmgmdvsGN =fetA PE=4 SV=1 (REVERSE_WBAQ02_NEIME-DECOY)

isA PE=3 SV=1

AOAOY5YZ13_NEIME [8]
CESMI5_NEIME [8]
K1C10_HUMAN
AOAOEOTQF9_NEIMN (+11)

AOAOEQTPLB_NEIMN [7]
AOA2A3LTR2_NEIME [5]
AOAOABFSES_NEIME [14]
AOAOABF2K7_NEIME [3]
AOAOEOTNZ7_NEIMN [7]
AOAOH5QV38_NEIMI [6]
AOAOABF390_NEIME [16]
AOAOABFBRO_NEIME [10]
AOAOABF7S4_NEIME (+7)
AOAOE3SSZ4_NEIME
AOAOABF2N5_NEIME [6]
C6S559_NEIML
E734_NEIME 2]
AOA125WFX9_NEIME [2]
AOAOY5YPU4_NEIME [8]
AOAOABF5L3_NEIME (+18)
AOA125WAS9_NEIME [4]
AOA121QVP4_NEIME
AOA125WD48_NEIME [6]
AOATV3SMKB_NEIME [5]
AOAOABFBU2_NEIME [11]
AOAOABF569_NEIME (+18)
AOA1V3SRS8_NEIME [7]
C6S500_NEIML [5]
E6MZP5_NEIMH [18]
AOAOABFANG_NEIME [6]
AOAOH5QDY1_NEIMI [4]
SYI_NEIMA 4]
C6S579_NEIML
AOAOABF228_NEIME [10]
AOATVOGTTO_NEIME [4]
AIMTEO_NEIMO [18]
AOAOABF7B8_NEIME [9]
AOAOABF648_NEIME (+15)
AOAOE3X110_NEIME
EONBKO_NEIME
AOAOYBE3F5_NEIME
AOATV0GB02_NEIME
AOA1B1ZDL3_NEIME
AOAOABFEY2_NEIME (+13)
AOA112L1G6_NEIME
AOAOEOTRGO_NEIMN (+12)
AOAOABFAX2_NEIME [15]
AOATVOGBX3_NEIME
AOA125WEM1_NEIME [3]
AOA125WAY9_NEIME [5]
JBTC62_NEIME [6]
AOAOABF8Q7_NEIME [20]
EONC51_NEIME [6]
AILZF6_NEIMO [3]
AOA125WBF2_NEIME [6]
C6SBR9_NEIML [5]
AOA125WFNO_NEIME [5]
AOAOH5QAES_NEIMI 8]
CESH79_NEIME [14]
AOAOU1RGS9_NEIMA [5]
AOAOABF691_NEIME [6]
AOATV3SLY8_NEIME
AOAOU1RK35_NEIMA
AOAOABF688_NEIME (+17)
AOAOABFAW7_NEIME (+17)
AOAOABF634_NEIME (+16)
AOAOEOTMT1_NEIMN (+7)
AOAOABFAY7_NEIME (+18)
AOAOYBTGX3_NEIME [6]
EON9K2_NEI
AOAOABFASB_NEIME [17]
EON7BO_NEIME [2]
EON7V4_NEIME [5]
CARB_NEIMB [7]
ISCS_NEIMB [4]
AOAOABF772_NEIME [5]
AOAOG4BVCE_NEIME
AOAOEOTRV2_NEIMN [4]
E6MVIT_NEIMH [3]
C6S995_NEIML [3]
AOAOABFED7_NEIME [22]
AOAOABF925_NEIME [15]
AOAOY6FMK4_NEIME [4]
AOAOE0TQB8_NEIMN [14]
AOAOEOTSI6_NEIMN [16]
AOAOABFAXB_NEIME [18]
AOAOY5KHG4_NEIME
JBWEJ7_NEIME
QIR583_NEIME
AOAOABFBS7_NEIME (+12)
AOAOABF4F1_NEIME (+2)
REVERSE_AOAOH5QSR9_NEIMI-DECOY (+2)
AOAOABFAB4_NEIME (+12)
AOAOG4BXGT_NEIME (+7)
AOAOABF3TO_NEIME (+18)
AOAOABF679_NEIME (+17)
REVERSE_ASSY_NEIMA-DECOY (+1)
AOA125WC35_NEIME [4]
AOAOABFEF2_NEIME [4]
JBWTP2_NEIME [7]
C6SAQ2_NEIME [4]
AOAOABFBM2_NEIME [15]
E6MX25_NEIMH [2]
ROTXR8_NEIME
AOAOU1RIB2_NEIMA [3]
AOAO76UBM4_NEIME [3]
Q51155_NEIME [3]
REVERSE_W6AQ02_NEIME-DECOY

s0dC
NMW_2164

KRT10
NMBNZ0533_1106
tE

pnp
NMW_2538
NMBNZ0533_0916
dsbD

pmB

N875_00130
NMBNZ0533_0530

tatA
tal
efp

N875_02780
nspA

tpc
NMEN2795_0105

NMO_0332
purM
ABJ54_08400
NMCC_1548
N875_09670
def

HMPREF0602_1882
ERS514729_00095
ABJ54_08695
ABL27_06600
N875_09105

psM
NMBNZ0533_1569
sk

purA
tyrB2
argG

ilvE
N875_04075
etiA

gshA

leus

mapA
priC

nlpD1
me

vals
B1A92_10920
NMA1979
psQ

psE

pIv

pmJ

fisZ

dapD

fimB

ol
HMPREF0602_0390
lysC

carB

iscS

N875_09290

alk_2
NMBNZ0533_1736
NMH_0187

bamE
N875_07960
N875_04710
secA_1

erpA

ssb
N875_07400
haB_1

1bpB

N875_10440
hisA
oSN
W

rpmJ
N875_10110
argG

mmsB
N875_07730
IQ

IT
N875_10115
pgmB

dacB
NMA1011
ayrA

rfoC

fetA
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Cluster of FHbp (Fragment) OS=Neisseria meningitidis GN=fHbp PE=4 SV=1 (REVERSE_WBAQX7_NEIME-DECOY)
Cluster of Fumarate hydratase ciass 1| OS=Nelsseria meningiidis LNP21362 GN=aspA PE=3 SV=1 (ADAOAGF7UD_NEIME)
Cluster of o is GN=zwf PE=3 SV=1 (AOAOY6G459_NEIME)
Cluster of | o ingitidis 81858 GN=iga PE=4 SV=1 (REVERSE_ROWOC4_NEIME-DECOY)
Cluster of Na(+}-translocating NADH-quinone reductase subunit C OS=Neisseria meningitidis LNP21362 GN=nqrC PE=3 SV=1 (AOAOABF8T4_NEIME)
Cluster of Outer- msmbrane Hpcpm(em carrier protein OS=Neisseria meningitidis GN=lolA PE=3 SV=1 (XSEP49_NEIME)
Cluster of Perip GN=ERS514729_00530 PE=4 SV=1 (ADAOY5STW7_NEIME)
Cluster of LNP21362 GN=N875_10555 PE=4 SV=1 (ADAOA8F7P6_NEIME)
Cluster of Prolyl family protein O 81858 GN=NM81858_0911 PE=4 SV=1 (ROU4U3_NEIME)
Cluster of Putative A1 0S=Nei idis M0579 GN= )_00529 PE=4 SV=1 NEIME)
Cluster of Succinate in subunit OS=Nei roup C / serotype 2a (strain ATCC 700532 / DSM 15464 / FAM18) GN=sdhA PE=3 SV=1 (AKTL8_NEIMF)
Cluster of Threonine synthase OS=Neisseria meningitidis serogroup B (strain NZ-05/33) GN=thrC PE=4 SV=1 (ADAOEOTQR4_NEIMN)
Cluster of Transcription elongation factor GreA OS=Neisseria meningitcis serogroup B GN=greA P! =1 (AOAOH5QFJS_NEIMI)

GN:

Cluster of protein NusG O uSG PE=3 SV=1 (ADA1V3SNN1_NEIME)

Cluster of protein Of Ipha153 GN=NME_1515 PE=4 SV=1 (REVERSE_C6SDZ7_NEIME-DECOY)

Cluster of L protein O B PE=4 SV=1 (ADAOH5QT51_NEIMI)

Lactoferrin-| bmdmg protein B OS=Neisseria meningitidis serogroup B (stram NZ-05/33) GN=IbpB PE=4 SV=1

Nucleoid ted protein serogroup B (strain NZ-05/33) GN=NMBNZ0533_1423 PE=3 SV=1
regulator Of LNP21362 GN=N875_00875 PE=3 SV=1

L ized protein O jtidis alpha153 GN=NME_0322 PE=4 SV=1

UPF0237 protein N875_09665 OS=Neisseria meningitidis LNP21362 GN=N875_09665 PE=3 SV=1

REVERSE_WBAQX7_NEIME-DECOY [2]
AOAOABF7UO_NEIME [3]
AOAOY6G459_NEIME
REVERSE_ROWOC4_NEIME-DECOY
AOAOABFBT4_NEIME [10]
X5EP49_NEIME [3]
AOAOY5STW7_NEIME [3]
AOAOA8F7P6_NEIME [7]
ROU4U3_NEIME
AOAOG4BWG3_NEIME [7]
ATKTL8_NEIMF [3]
AOAOEOTQR4_NEIMN [2]
AOAOHSQFJ9_NEIMI [4]
AOA1V3SNN1_NEIME [13
REVERSE_C6SDZ7_NEIME-DECOY [2]
AOAOHS5QTS1_NEIMI [6]
AOAOEOTSRS5_NEIMN
AOAOEOTSHE_NEIMN (+16)
AOAOABF318_NEIME (+16)
C6SAL1_NEIME
AOAOABF773_NEIME (+19)

ERSS|4729 00530
N875_10555
NMB1858_0911
M0579_00529
sdhA

NME_1515

1bpB
NMBNZ0533_1423
N875_00875
NME_0322
N875_09665
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