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Figure S3: RMSD of the E6 protein over the course of the trajectory of the
three apo-E6 systems assays. a) RMSD values for the Ca of the E6 protein in each
assay. Homology model was used as reference structure. b) RMSD values considering only
the C of the residues belonging to the E6 pocket. ¢) Histograms showing the RMSD values
of the whole backbone of E6 protein (Total) and the pocket for each assay. Although small
differences are observed, the conformational variation of the pocket’s backbone is similar to

whole E6 backbone.



