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Figure S5: RMSF values of the E6 protein in the apo-E6 and E6-hx systems. a)
RMSF values of each residue of the E6 protein (apo-E6 = red, E6-hx = blue). Bold lines cor-
respond to the average RMSF values of the three assays of each system, and semitransparent
ribbons display the standard deviations. The gray columns in the background indicate the
position of pocket residues. b) and c) Structural representation of the E6 backbone showing,
in a color range (white to brown), the most flexible regions of the protein according to the
RMSF value of each residue in each system: apo-E6 and E6-hx.


