
  
Supplementary  Figure  1.  Source  of  the  isolates  per  lineage  in  the  combined  LiSEQ  /  Moura  et  al,.  (2016)  datasets  
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Supplementary  Figure  2.  Source  of  the  isolates  per  clonal  complex  in  the  combined    LiSEQ  /  Moura  et  al  (2016)  datasets  
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