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Fig. S3

Supplementary Fig. S3. MCT-1 expression regulates MMP activity and breast cancer cell

movements. (A-B) MMP2/MMP9, TIMP-1/TIMP-2 and VEGF amounts were compared in

MDA-MB-231 with different MCT-1 conditions (control vs. MCT-1; scramble vs. shMCT-1#3).

(C) MDA-MB-231 invasiveness was analyzed (control vs. MCT-1). (D) MDA-MB-231 (IV2-3)

invasiveness was evaluated (scramble vs. shMCT-1#3). (E) Gelatin zymography assessed the

activity of MMPs in the CM of MDA-MB-231 (IV2-3) with different MCT-1 levels (control vs.

MCT-1; scramble vs. shMCT-1#3). (F) MMP2/MMP9 and TIMP-1/TIMP-3 were analyzed in

4T1 cells and after MCT-1 knockdown (shMCT-1#3-28). (G-H) The wound closure ability and

cell invasiveness of 4T1 were compared (scramble vs. shMCT-1#3-28). The protein amounts

were compared with the controls. Different blots with normalized internal control were used to

present the data of the experiment. The results are presented as the mean ± standard derivation

(SD) of triplicate assays (n=3). (**p<0.01, ***p<0.001)


