
C
el

l C
ou

nt

0

20

40

60

1000 2000 3000

Number of genes expressed

CTRL.1 CTRL.2

C
el

l C
ou

nt

0

20

40

60

80

1000 2000 3000

Number of genes expressed

C
el

l C
ou

nt

0

25

50

75

100

Number of genes expressed
1000 2000 3000 4000

FSHD2.1

C
el

l C
ou

nt

0

25

50

75

Number of genes expressed
1000 2000 3000 4000

FSHD1.2FSHD1.1 ‘High Depth’

C
el

l C
ou

nt
0

50

100

150

200

Number of genes expressed
1000 2000 3000 4000 5000

C
el

l C
ou

nt

0

20

40

60

Number of genes expressed
1000 2000 3000 4000

FSHD2.2a

CTRL.2

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

3000

2000

1000

Total UMI count per cell
5000 10000 15000 200000

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l
4000

3000

2000

1000

Total UMI count per cell
1000 2000 3000 40000

FSHD2.1

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

4000

3000

2000

1000

Total UMI count per cell
5000 10000 15000 20000 25000

CTRL.1

0

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

4000

3000

2000

1000

5000

Total UMI count per cell
10000 20000 30000 400000 50000

FSHD1.2

Total UMI count per cell
10000 20000 30000 400000 50000

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

4000

3000

2000

1000

5000

FSHD1.1 ‘High Depth’

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

4000

3000

2000

1000

5000

Total UMI count per cell
10000 20000 30000 400000

FSHD2.2c

CTRL.1

C
el

l C
ou

nt

0

20

40

60

Total UMI count
4000 8000 12000 16000

C
el

l C
ou

nt

0

25

50

75

100

Total UMI count
5000 10000

CTRL.2

C
el

l C
ou

nt

0

30

60

90

120

Total UMI count
5000 10000 15000 20000

FSHD2.1

C
el

l C
ou

nt

0

20

40

60

Total UMI count
10000 20000

FSHD1.2

C
el

l C
ou

nt

0

50

100

150

200

Total UMI count
10000 20000 30000 40000

FSHD1.1 ‘High Depth’

C
el

l C
ou

nt

0

10

20

30

40

50

Total UMI count
10000 20000

FSHD2.2b

Nu
m

be
r o

f g
en

es
 e

xp
re

ss
ed

 p
er

 c
el

l

3000

2000

1000

Total UMI count per cell
5000 10000 15000 20000 250000

FSHD1.1 ‘Low Depth’

1000 2000 3000

Number of genes expressed

C
el

l C
ou

nt

0

50

100

150

200

FSHD1.1 ‘Low Depth’

C
el

l C
ou

nt

0

100

200

300

Total UMI count
5000 10000 15000

FSHD1.1 ‘Low Depth’

Figure S2. Detailed scRNAseq quality validation per sample.
Single-cell sequencing metrics per sample, with a) a histogram depicting the distribution of the number of expressed genes 
per cell (dashed line; median); b) a histogram depicting the distribution of the total UMI counts per cell (dashed line; median); 
c) a scatterplot depicting the relation of total UMI counts versus total gene counts per cell (red dashed line; mean UMI counts 
per cell, grey dashed lines; selected threshold for filtering low quality cells per sample, grey dots; filtered low 
quality cells). 


