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307060_env01 .JL74_C07_030 Fragment base *267. Base 267 of 489
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307060 WO‘.ZMHUCJH.DM Frigmembase '267. Base 267 of 405
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307060-env01_JLESFO7_027 Fragment base *187. Base \8’7 of 628
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GAGGAAGICCTTGGCAG

GAGGAAGECTTCGICAG

GAGGAAMBCTTGGICAG
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