(a)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Bladder Urothelial Carcinoma, n=374 Multi-comb 4-hit model, RMSD=1.44%

(b)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Head and Neck Squamous Cell Carcinoma, n=475 Multi-comb 4-hit model, RMSD=2.03%

(c)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Cervical Squamous Cell Carcinoma & Endocervical Adenocarcinoma, n=282 Multi-comb 5-hit model, RMSD=1.26%

(d)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Lung Squamous Cell Carcinoma, n=316 Multi-comb 5-hit model, RMSD=1.30%

(e)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Stomach Adenocarcinoma, n=389 Multi-comb 5-hit model, RMSD=2.13%

(f)

0 1000 2000 3000

Accumulated somatic mutations 0

10

20

30

40

% Samples / Calculated probability

Thyroid Carcinoma, n=425 Multi-comb 5-hit model, RMSD=1.69%