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"(IPR006856) Mating−type protein MAT alpha 1, HMG−box"
"(IPR029489) O−GlcNAc transferase, C−terminal"
"(IPR031872) Ndc10, domain 2"
(IPR034753) hSac2 domain
(IPR014770) Munc13 homology 1
(IPR014010) REJ domain
"(IPR014772) Mammalian uncoordinated homology 13, domain 2"
(IPR020839) Stromalin conservative domain
(IPR029228) Alkyl sulfatase dimerisation domain
(IPR028144) Cysteine−rich transmembrane CYSTM domain
(IPR026000) Anaphase−promoting complex subunit 5
(IPR025959) Winged helix−turn helix domain
(IPR025951) GXWXG domain
(IPR025568) Domain of unknown function DUF4334
(IPR024370) PBP domain
(IPR022783) GC−rich sequence DNA−binding factor domain
(IPR020864) Membrane attack complex component/perforin (MACPF) domain
(IPR019533) Peptidase S26
(IPR013653) FR47−like
(IPR010655) Pre−mRNA cleavage complex subunit Clp1
(IPR010376) Domain of unknown function DUF971
(IPR007308) Protein of unknown function DUF408
(IPR007021) Domain of unknown function DUF659
(IPR007011) Seed maturation protein
(IPR005613) Actin interacting protein 3
(IPR001975) Ribosomal protein L40e
"(IPR029229) Alkyl sulfatase, C−terminal"
"(IPR022782) Actin interacting protein 3, C−terminal"
"(IPR020803) Polyketide synthase, methyltransferase domain"
"(IPR019079) Capsule synthesis protein, CapA"
"(IPR015155) PLAA family ubiquitin binding, PFU"
"(IPR013866) Sphingolipid delta4−desaturase, N−terminal"
"(IPR013257) SRI, Set2 Rpb1 interacting"
"(IPR010502) Carbohydrate−binding domain, family 9"
"(IPR007472) Arginine−tRNA−protein transferase, C−terminal"
"(IPR007471) Arginine−tRNA−protein transferase, N−terminal"
"(IPR006619) Peptidoglycan recognition protein family domain, metazoa/bacteria"
"(IPR003228) Transcription initiation factor TFIID, subunit 12"
(IPR013029) Domain of unknown function DUF933
(IPR009040) Ferritin−like diiron domain
(IPR001721) ACT−like domain
"(IPR015882) Beta−hexosaminidase, bacteial type, N−terminal"
"(IPR002492) Transposase, Tc1−like"
(IPR027795) GATS−like  ACT domain
(IPR001936) Ras GTPase−activating protein
(IPR025724) GAG−pre−integrase domain
"(IPR001584) Integrase, catalytic core"
"(IPR013103) Reverse transcriptase, RNA−dependent DNA polymerase"
(IPR032549) Domain of unknown function DUF4939
(IPR026000) Anaphase−promoting complex subunit 5 domain
(IPR025836) Zinc knuckle CX2CX4HX4C
(IPR025509) Domain of unknown function DUF4396
(IPR025178) Domain of unknown function DUF4105
(IPR024975) Domain of unknown function DUF3883
(IPR022783) GC−rich sequence DNA−binding factor−like domain
(IPR021084) Het−s prion−forming domain
(IPR019948) Gram−positive LPXTG cell wall anchor
(IPR016201) PSI domain
(IPR015155) PLAA family ubiquitin binding domain
(IPR013257) Set2 Rpb1 interacting domain
(IPR011089) Domain of unknown function DUF1524
(IPR011017) TRASH domain
(IPR010791) AttH domain
(IPR010658) Nodulin−like
(IPR010506) DMAP1−binding domain
(IPR008704) Zinc−binding loop region of homing endonuclease
(IPR007308) Rtr1/RPAP2 domain
(IPR005159) WCCH motif
(IPR005089) Carbohydrate−binding module family 19
(IPR003228) Transcription initiation factor TFIID subunit 12 domain
(IPR002928) Myosin tail
(IPR001936) Ras GTPase−activating domain
(IPR001164) Arf GTPase activating protein
(IPR000241) Putative RNA methylase domain
"(IPR031351) NWD2, HET−s N−terminal domain"
"(IPR031319) Alpha−amylase, C−terminal domain"
"(IPR028005) N−acetyltransferase ESCO, zinc−finger"
"(IPR027795) CASTOR,  ACT domain"
"(IPR024679) Pre−rRNA−processing protein Ipi1, N−terminal"
"(IPR024259) Alkylmercury lyase, helix−turn−helix domain"
"(IPR022782) Actin interacting protein 3−like, C−terminal"
"(IPR021863) Fatty acid desaturase, N−terminal"
"(IPR019752) Pyruvate/ketoisovalerate oxidoreductase, catalytic domain"
"(IPR019490) Bifunctional glucose−6−phosphate/mannose−6−phosphate isomerase, C−terminal"
"(IPR019084) Stm1−like, N−terminal"
"(IPR018620) Ubiquitin 3 binding protein But2, C−terminal"
"(IPR015882) Beta−hexosaminidase, bacterial type, N−terminal"
"(IPR015131) Killer toxin, Kp4"
"(IPR013029) YchF, C−terminal domain"
"(IPR010655) Pre−mRNA cleavage complex subunit Clp1, C−terminal"
"(IPR010376) Gamma−butyrobetaine hydroxylase−like, N−terminal"
"(IPR007472) N−end rule aminoacyl transferase, C−terminal"
"(IPR007471) N−end aminoacyl transferase, N−terminal"
"(IPR006955) Uso1/p115−like vesicle tethering protein, C−terminal"
"(IPR005613) Actin interacting protein 3, C−terminal"
"(IPR005494) Glutathionylspermidine synthase, pre−ATP−grasp−like domain"
"(IPR004192) Cytochrome b−c1 complex subunit Rieske, transmembrane domain"
"(IPR003093) Apoptosis regulator, Bcl−2 protein, BH4"
"(IPR001750) NADH:quinone oxidoreductase/Mrp antiporter, membrane subunit"
"(IPR001721) Threonine dehydratase, ACT−like domain"
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(IPR031472) MAT1−1−2/MatA−2/Smr1(IPR008826) Selenium−binding protein(IPR008009) Putative Ig(IPR003404) Envelope glycoprotein E"(IPR016340) Ribosomal protein L31, mitochondrial"(IPR003840) DNA helicase(IPR012933) HicA mRNA interferase family(IPR022495) Serine/threonine−protein kinase Bud32(IPR010240) Cysteine desulfurase IscS(IPR006266) UMP−CMP kinase(IPR005930) Pyruvate carboxylase(IPR004802) tRNA pseudouridine synthase B family(IPR002302) Leucine−tRNA ligase"(IPR004541) Translation elongation factor EFTu/EF1A, bacterial/organelle"(IPR006449) Squalene synthase−like(IPR036979) Chorismate mutase II domain superfamily(IPR036790) Frizzled cysteine−rich domain superfamily(IPR036719) Neurotransmitter−gated ion−channel transmembrane domain superfamily(IPR036505) N−acetylmuramoyl−L−alanine amidase domain superfamily(IPR036370) GRIP domain superfamily(IPR035986) PKD domain superfamily(IPR035948) YwqG−like superfamily(IPR035439) UPF0145/C2CD5 domain superfamily(IPR035426) Gemin2/Brr1(IPR034556) S−adenosyl−L−methionine−dependent tRNA 4−demethylwyosine synthase(IPR030903) Cyclodileucine synthase(IPR029027) Single alpha−helix domain superfamily(IPR029014) NiFe hydrogenase−like(IPR027179) Mature−T−Cell Proliferation I type(IPR024679) Pre−rRNA−processing protein IPI1/Testis−expressed sequence 10 protein(IPR024652) Trichodiene synthase(IPR024177) Biotin synthase(IPR023509) D−Tyr tRNAtyr deacylase−like domain superfamily(IPR023444) L−rhamnonate dehydratase(IPR023231) GSKIP domain superfamily(IPR023165) rRNA adenine dimethylase−like(IPR023139) Yst0336−like domain superfamily(IPR022533) Cox20/FAM36A(IPR021362) Protein of unknown function DUF2834(IPR019412) Outer membrane protein  Iml2/Tetratricopeptide repeat protein 39(IPR019148) Nuclear protein DGCR14(IPR018793) Cytochrome c oxidase assembly protein PET191(IPR013765) DNA recombination and repair protein RecA(IPR011697) Peptidase C26(IPR011067) Plasmid maintenance toxin/Cell growth inhibitor(IPR011024) Gamma−crystallin−like(IPR011015) LEM/LEM−like domain superfamily(IPR009311) Interferon alpha−inducible protein  6/27(IPR008886) Uncharacterised protein family UPF0227/Esterase YqiA(IPR007023) Ribosomal biogenesis regulatory protein(IPR005651) Uncharacterised protein family UPF0434/Trm112(IPR004600) TFIIH subunit Tfb4/p34(IPR004298) Nicotianamine synthase(IPR002695) AICARFT/IMPCHase bienzyme(IPR002494) Keratin−associated protein(IPR001708) Membrane insertase OXA1/ALB3/YidC(IPR001564) Nucleoside diphosphate kinase(IPR001338) Hydrophobin"(IPR037159) DNA−directed RNA polymerase, N−terminal domain superfamily""(IPR037129) XPA, C−terminal domain superfamily""(IPR037078) NEDD8−activating enzyme E1 catalytic subunit, C−terminal""(IPR037067) Coatomer, gamma subunit, appendage, Ig−like subdomain superfamily""(IPR036787) Translation initiation factor 3 (IF−3), N−terminal domain superfamily""(IPR036574) Knottin, scorpion toxin−like superfamily""(IPR036539) Cytochrome c oxidase, subunit VIIa superfamily""(IPR029050) Immunoprotective extracellular, immunoglobulin−like domain superfamily""(IPR028988) Hemolytic lectin CEL−III, C−terminal domain superfamily""(IPR027291) Glycoside hydrolase 38/57, N−terminal""(IPR023407) Ribosomal protein S27e, zinc−binding domain superfamily""(IPR023196) Phosducin, N−terminal domain superfamily""(IPR023190) Phosphoserine phosphatase, domain 2""(IPR021867) 25S rRNA (adenine(2142)−N(1))−methyltransferase, Bmt2""(IPR016088) Chalcone isomerase, 3−layer sandwich""(IPR015974) Ribosomal protein L19/L19e, domain 3""(IPR015973) Ribosomal protein L19/L19e, domain 2""(IPR014042) Glutathione synthase, alpha−helical, eukaryotic""(IPR013523) Histone acetyltransferase HAT1, C−terminal""(IPR012331) Clathrin, heavy chain, linker""(IPR011049) Serralysin−like metalloprotease, C−terminal""(IPR011045) Nitrous oxide reductase, N−terminal""(IPR009089) DNA double−strand break repair and VJ recombination XRCC4, N−terminal""(IPR008570) ESCRT−II complex, vps25 subunit""(IPR007143) Vacuolar protein sorting−associated, VPS28""(IPR006773) 26S proteasome complex ubiquitin receptor, subunit Rpn13""(IPR005199) Glycoside hydrolase, family 79""(IPR004861) Protein−tyrosine phosphatase, SIW14−like""(IPR002842) ATPase, V1/A1 complex, subunit E""(IPR000276) G protein−coupled receptor, rhodopsin−like""(IPR000223) Peptidase S26A, signal peptidase I"(IPR036853) Ribosomal protein L14P superfamily(IPR036366) PGBD superfamily(IPR035500) Nuclear hormone receptor−like domain superfamily(IPR029046) Lipoprotein localisation LolA/LolB/LppX(IPR029037) YfgJ−like(IPR023366) ATP synthase subunit alpha−like domain superfamily(IPR023347) Lysozyme domain superfamily(IPR007286) EAP30"(IPR037594) Lipovitellin−phosvitin complex−like, superhelical domain""(IPR037024) NADH:ubiquinone oxidoreductase−like, 20kDa subunit superfamily""(IPR037022) Formyl transferase, C−terminal domain superfamily""(IPR023367) Peptidase M42, domain 2""(IPR013762) Integrase−like, catalytic domain superfamily""(IPR013020) DNA helicase (DNA repair), Rad3 type"(IPR036941) Receptor L−domain superfamily(IPR001185) Large−conductance mechanosensitive channel"(IPR035437) SNase−like, OB−fold/extended TUDOR domain superfamily""(IPR027378) Cyclic nucleotide−regulated ion channel, N−terminal""(IPR027363) Methylthioribose−1−phosphate isomerase−like, N−terminal""(IPR024071) Protein of unknown function DUF917, C−terminal""(IPR020061) Glutamyl/glutaminyl−tRNA synthetase, class Ib, alpha−bundle domain superfamily"(IPR035427) Tim10/FAM136A−like domain superfamily"(IPR008917) Transcription factor, Skn−1−like, DNA−binding domain superfamily"(IPR001164) Arf GTPase activating protein"(IPR024946) Arginine repressor−like, C−terminal""(IPR037293) Galactose oxidase, beta−propeller""(IPR015932) Aconitase/3−isopropylmalate dehydratase large subunit, alpha/beta/alpha, subdomain 2"(IPR036872) Calponin−like domain superfamily(IPR035921) F1F0 ATP synthase subunit C superfamily(IPR016170) Vanillyl−alcohol oxidase/Cytokinin dehydrogenase C−terminal domain superfamily"(IPR014748) Crontonase, C−terminal""(IPR011250) Outer membrane protein/outer membrane enzyme PagP,  beta−barrel"(IPR037290) Chaperonin Cpn60/TCP−1 domain superfamily"(IPR029018) Chitobiase/beta−hexosaminidase−like, domain 2""(IPR023198) Phosphoglycolate phosphatase, domain 2"(IPR036851) Chloroperoxidase superfamily"(IPR036849) Enolase−like, C−terminal"(IPR009020) Protease propeptides/proteinase inhibitor I9(IPR001753) Crotonase superfamily(IPR036869) DnaJ domain superfamily(IPR036866) Metallo−hydrolase/oxidoreductase superfamily(IPR008928) Six−hairpin glycosidase−like"(IPR016169) CO dehydrogenase flavoprotein−like, FAD−binding, subdomain 2""(IPR015422) Pyridoxal phosphate−dependent transferase, subdomain 2""(IPR015421) Pyridoxal phosphate−dependent transferase, major region, subdomain 1"(IPR038692) Cthe_2751−like superfamily(IPR038661) Ribosomal protein L35A superfamily(IPR038657) Ribosomal protein L19 superfamily(IPR038655) Ribosomal protein L27e superfamily(IPR038633) Proteasomal ubiquitin receptor Rpn13/ADRM1 superfamily(IPR038609) HDA1 complex subunit 2/3  superfamily(IPR038595) LURP−one−related superfamily(IPR038586) Tctex−1−like superfamily(IPR038584) Ribosomal protein L33 superfamily(IPR038581) Ornithine decarboxylase antizyme superfamily(IPR038579) Ribosomal protein S21e superfamily(IPR038567) Transcription elongation factor 1 superfamily(IPR038566) Med6 core domain superfamily(IPR038564) Repressor of RNA polymerase III transcription Maf1 superfamily(IPR038562) Ribosomal protein L34Ae superfamily(IPR038552) Tim21 IMS domain superfamily(IPR038545) DBF−type zinc finger superfamily(IPR038534) Rtr1/RPAP2 domain superfamily(IPR038532) NADH dehydrogenase ubiquinone Fe−S protein 4−like superfamily(IPR038526) Ribosomal protein L22e superfamily(IPR038511) TAP42/TAP46−like superfamily(IPR038510) Spt4 superfamily(IPR038506) GLE1−like superfamily(IPR038494) Imidazole glycerol phosphate dehydratase domain superfamily(IPR038464) Ribosomal protein L38e superfamily(IPR038427) MED22 superfamily(IPR038357) KEN domain superfamily(IPR038356) Tma16 superfamily(IPR038330) TspO/MBR−related superfamily(IPR038277) UreF domain superfamily(IPR038274) Atg6/Beclin C−terminal domain superfamily(IPR038273) Ndc80 domain superfamily(IPR038261) Golgi phosphoprotein 3−like domain superfamily(IPR038222) DHHA2 domain superfamily(IPR038213) IFI6/IFI27−like domain superfamily(IPR038190) Set2 Rpb1 interacting domain superfamily(IPR038169) Ubiquitin−binding domain superfamily(IPR038167) SSRP1 domain superfamily(IPR038122) PFU domain superfamily(IPR038111) Ribosomal protein S19e domain superfamily(IPR038108) UCH−binding domain superfamily(IPR038097) Ribosomal protein L36e domain superfamily(IPR038096) TEA/ATTS domain superfamily(IPR038085) Rnp2−like domain superfamily(IPR038084) GlcG−like domain superfamily(IPR038019) Phosphoribosyl−AMP cyclohydrolase domain superfamily(IPR037883) Knr4/Smi1−like domain superfamily(IPR037129) XPA domain superfamily(IPR037027) YqgF/RNase H−like domain superfamily(IPR036979) Chorismate mutase domain superfamily(IPR036330) Oligosaccharyltransferase subunit ost4p superfamily(IPR034395) SPASM/twitch domain−containing(IPR027706) Mitochondrial PGP phosphatase(IPR027401) Myosin IQ motif−containing domain superfamily(IPR025516) Protein of unknown function DUF4404(IPR024991) Anaphase−promoting complex subunit 11(IPR024185) 5−formyltetrahydrofolate cyclo−ligase−like domain superfamily(IPR023811) Conserved hypothetical protein CHP04076(IPR023626) Ribosomal protein L39e domain superfamily(IPR023509) D−aminoacyl−tRNA deacylase−like superfamily(IPR022533) Cox20(IPR019412) Inclusion body clearance protein Iml2/Tetratricopeptide repeat protein 39(IPR019324) M−phase phosphoprotein 6(IPR019171) Caffeine−induced death protein 2(IPR019148) Nuclear protein DGCR14/ESS−2(IPR018943) Oligosaccaryltransferase(IPR018852) Protein of unknown function DUF2456(IPR018499) Tetraspanin/Peripherin(IPR017782) Hydroxyacylglutathione hydrolase(IPR013986) DExx box DNA helicase domain superfamily(IPR012475) Fucose−specific lectin(IPR011944) Steroid delta5−4−isomerase(IPR011860) Ribose 5−phosphate isomerase(IPR011329) Killer toxin Kp4/SMK(IPR009330) Lipopolysaccharide core heptose(II) kinase(IPR009311) Interferon alpha−inducible protein IFI6/IFI27−like(IPR008554) Glutaredoxin−like(IPR007915) Oligosaccharyltransferase complex subunit(IPR007143) Vacuolar protein sorting−associated Vps28(IPR006846) Ribosomal protein S30(IPR006773) Proteasomal ubiquitin receptor Rpn13/ADRM1(IPR005651) Trm112−like(IPR004861) Atypical dual−specificity phosphatase Siw14−like(IPR004600) TFIIH subunit Tfb4/GTF2H3(IPR002695) Bifunctional purine biosynthesis protein PurH−like(IPR002673) Ribosomal protein L29e(IPR002475) Bcl2−like(IPR001708) Membrane  insertase YidC/ALB3/OXA1/COX18(IPR001705) Ribosomal protein L33(IPR001398) Macrophage migration inhibitory factor(IPR000764) Uridine kinase−like(IPR000682) Protein−L−isoaspartate(D−aspartate) O−methyltransferase(IPR000077) Ribosomal protein L39e"(IPR038535) CCR4−NOT subunit 1, TTP binding domain superfamily""(IPR038528) TEL2, conserved domain superfamily""(IPR038516) AAR2, N−terminal domain superfamily""(IPR038514) AAR2, C−terminal domain superfamily""(IPR038502) Peptidase M1 LTA−4 hydrolase/aminopeptidase, C−terminal domain superfamily""(IPR038460) Acetyl−CoA hydrolase/transferase, C−terminal domain superfamily""(IPR038445) Neutral ceramidase, C−terminal domain superfamily""(IPR038401) Rev1, C−terminal domain superfamily""(IPR038385) Threonylcarbamoyl−AMP synthase, C−terminal domain superfamily""(IPR038358) VPS28, N−terminal domain superfamily""(IPR038291) SAP30, C−terminal domain superfamily""(IPR038290) NADH−quinone oxidoreductase, subunit D superfamily""(IPR038256) DNA polymerase alpha, zinc finger domain superfamily""(IPR038253) SRP68, N−terminal domain superfamily""(IPR038239) Clp1, N−terminal beta−sandwich domain superfamily""(IPR038238) Clp1, C−terminal domain superfamily""(IPR038237) Ribosomal protein S4e, central domain superfamily""(IPR038192) CSTF2, C−terminal domain superfamily""(IPR038132) Vps16, C−terminal domain superfamily""(IPR038104) TRF2−interacting telomeric protein/Rap1, C−terminal domain superfamily""(IPR038103) Cell division control protein 73, C−terminal domain superfamily""(IPR038089) Mediator complex, subunit Med31 domain superfamily""(IPR038066) Spc24, Fungi, globular domain superfamily""(IPR037140) von Hippel−Lindau disease tumour suppressor,  beta domain superfamily""(IPR037067) Coatomer, gamma subunit, appendage domain superfamily""(IPR036975) Importin−alpha, importin−beta−binding domain superfamily""(IPR036756) H/ACA ribonucleoprotein complex, subunit Nop10 superfamily""(IPR036569) Sugar−phosphate isomerase, RpiB/LacA/LacB superfamily""(IPR029014) [NiFe]−hydrogenase, large subunit""(IPR027424) Glucose Oxidase, domain 2""(IPR027291) Glycoside hydrolase 38, N−terminal domain superfamily""(IPR027271) Acetolactate synthase/Transcription factor NikR, C−terminal""(IPR024050) AICAR transformylase, insert domain superfamily""(IPR023404) Radical SAM, alpha/beta horseshoe""(IPR023359) Dihydroorotate dehydrogenase A, chain A, domain 2""(IPR023160) Ribonuclease HII, helix−loop−helix cap domain superfamily""(IPR023106) Ribosomal protein L30, central domain, archaeal type""(IPR019603) Mitochondrial outer membrane translocase complex, subunit Tom5""(IPR018197) Glycerate kinase, restriction−enzyme−like fold""(IPR017384) NADH dehydrogenase [ubiquinone] (complex I), alpha subcomplex subunit 1""(IPR012789) 3−carboxy−cis,cis−muconate cycloisomerase""(IPR011872) Homocitrate synthase, fungi/archaea""(IPR010021) HAD−superfamily phosphatase, YqeG−like""(IPR008389) ATPase, V0 complex, subunit e1/e2""(IPR007264) H/ACA ribonucleoprotein complex, subunit Nop10""(IPR006995) ATP synthase, F0 complex, subunit J""(IPR006368) GDP−mannose 4,6−dehydratase""(IPR006262) Cytidine deaminase, homotetrameric""(IPR003500) Sugar−phosphate isomerase, RpiB/LacA/LacB family"(IPR038662) F1F0 ATP synthase subunit C superfamily(IPR038654) PINIT domain superfamily(IPR038608) Csm1/Pcs1 domain superfamily(IPR038551) Ribosomal protein S26e superfamily(IPR038524) Ribosomal protein L7A/L8 superfamily(IPR038469) tRNAHis guanylyltransferase Thg1 superfamily(IPR038422) Cut8/Sts1 superfamily(IPR038375) Protein arginine methyltransferase NDUFAF7 superfamily(IPR038336) NET domain superfamily(IPR038248) Dicer dimerisation domain superfamily(IPR038159) SLA1 homology domain superfamily(IPR037673) Large−conductance mechanosensitive channel/anditomin synthesis protein L(IPR036985) Transglutaminase−like superfamily(IPR036853) Ribosomal protein L14 superfamily(IPR035439) UPF0145 domain superfamily(IPR034593) Mandelate racemase−like(IPR034390) Enolase−like superfamily(IPR032633) ThiJ/PfpI family−like(IPR027574) Thiaminase II(IPR023614) Porin domain superfamily(IPR023139) PBDC1−like domain superfamily(IPR021100) N−glycosylation protein EOS1(IPR013183) DASH complex subunit Hsk3−like(IPR012589) Plasma membrane ATPase proteolipid(IPR012348) Ribonucleotide reductase−like(IPR011323) Mss4/translationally controlled tumour−associated TCTP(IPR009653) Protein kish(IPR005874) Eukaryotic translation initiation factor SUI1(IPR005345) PHF5−like(IPR004927) Alkylmercury lyase(IPR004803) tRNA−guanine transglycosylase(IPR004115) GAD−like domain superfamily(IPR002842) V−type ATPase subunit E"(IPR038716) Ribosomal protein P1/P2, N−terminal domain""(IPR038518) Glycosyl hydrolase family 63, N−terminal domain superfamily""(IPR038497) ATPase, V1 complex, subunit H, C−terminal domain superfamily""(IPR038495) V−type ATPase subunit E, C−terminal domain superfamily""(IPR038492) GBBH−like, N−terminal domain superfamily""(IPR038487) Mre11, DNA−binding domain superfamily""(IPR038437) GINS complex, subunit Psf3 superfamily""(IPR038397) TBCC, N−terminal domain superfamily""(IPR038376) ATP synthase, alpha subunit, C−terminal domain superfamily""(IPR038363) LepA, C−terminal domain superfamily""(IPR038340) MRP−L47 superfamily, mitochondrial""(IPR038322) Pex19, C−terminal domain superfamily""(IPR038279) Ndc10, domain 2 superfamily""(IPR038254) KIN17, WH−like domain superfamily""(IPR038252) Ubiquitin−activating enzyme E1, C−terminal domain superfamily""(IPR038217) MRG, C−terminal domain superfamily""(IPR036553) RNA 3'−terminal phosphate cyclase, insert domain superfamily""(IPR024222) CST complex subunit Ten1, fungal""(IPR023358) Peptidase M18, domain 2""(IPR023144) Phenylalanine ammonia−lyase, shielding domain superfamily""(IPR023093) ScpA−like, C−terminal""(IPR016170) Cytokinin dehydrogenase, C−terminal domain superfamily""(IPR016069) Translin, C−terminal""(IPR016025) Clathrin heavy chain, N−terminal""(IPR009361) RZZ complex, subunit Zw10"(IPR038659) Alternative oxidase superfamily(IPR038656) Peptidase G1 superfamily(IPR038630) Ribosomal protein L24e/L24 superfamily(IPR038582) S27a−like superfamily(IPR038286) Inositol polyphosphate kinase superfamily(IPR038187) NAC A/B domain superfamily(IPR027359) Voltage−dependent channel domain superfamily(IPR021867) S−adenosylmethionine−dependent methyltransferase Bmt2−like(IPR014347) Tautomerase/MIF superfamily(IPR012295) TBP domain superfamily(IPR009598) Bladder cancer−related BC10"(IPR038664) H/ACA RNP complex subunit Gar1/Naf1, Cbf5−binding domain""(IPR038593) RNA polymerase Rpb1, domain 7 superfamily""(IPR038554) Dipeptidylpeptidase IV, N−terminal domain superfamily""(IPR038417) Alpha−galactosidase, N−terminal domain superfamily""(IPR038407) Vesicle transport v−SNARE, N−terminal domain superfamily""(IPR038299) Alpha−glycerophosphate oxidase, C−terminal domain superfamily""(IPR038189) Cdc37, Hsp90−binding domain superfamily""(IPR038110) Threonine dehydratase, ACT−like domain superfamily""(IPR035437) SNase−like, OB−fold superfamily""(IPR016098) Cyclase−associated protein CAP/septum formation inhibitor MinC, C−terminal""(IPR015806) Pyruvate kinase, insert domain superfamily""(IPR014724) RNA polymerase Rpb2, OB−fold""(IPR013826) DNA topoisomerase, type IA, central region, subdomain 3""(IPR013824) DNA topoisomerase, type IA, central region, subdomain 1""(IPR008570) ESCRT−II complex, Vps25 subunit"(IPR038324) Rpb4/RPC9 superfamily(IPR011856) tRNA endonuclease−like domain superfamily"(IPR038275) Nuf2, N−terminal domain superfamily""(IPR027268) Peptidase M4/M1, CTD superfamily""(IPR027266) GTP−binding protein TrmE/Glycine cleavage system T protein, domain 1""(IPR024077) Neurolysin/Thimet oligopeptidase, domain 2""(IPR015932) Aconitase, domain 2""(IPR014042) Glutathione synthase, alpha−helical"(IPR038499) BRO1 domain superfamily(IPR035427) Tim10−like domain superfamily(IPR013020) ATP−dependent helicase Rad3/Chl1−like(IPR012292) Globin/Protoglobin"(IPR038069) Pelota/DOM34, N−terminal domain""(IPR037293) Galactose oxidase, central domain superfamily""(IPR023366) ATP synthase subunit alpha, N−terminal domain−like superfamily""(IPR016691) tRNA guanosine−2'−O−methyltransferase, TRM11""(IPR014748) Enoyl−CoA hydratase, C−terminal"(IPR038704) YEATS superfamily(IPR038607) PhoD−like superfamily(IPR038491) Velvet domain superfamily(IPR035921) F/V−ATP synthase subunit C superfamily"(IPR023318) Ubiquitin activating enzyme, alpha domain superfamily"(IPR038425) GAT domain superfamily(IPR038175) CBM21 domain superfamily(IPR029012) Helix hairpin bin domain superfamily(IPR038508) ArfGAP domain superfamily(IPR038071) UROD/MetE−like superfamily(IPR036872) CH domain superfamily(IPR036851) Chloroperoxidase−like superfamily(IPR009053) Prefoldin"(IPR038220) Phenol hydroxylase, C−terminal TRX−fold domain superfamily""(IPR029018) Beta−hexosaminidase−like, domain 2""(IPR026591) Sirtuin, catalytic core small domain superfamily""(IPR023123) Tubulin, C−terminal"(IPR038665) Voltage−dependent anion channel superfamily"(IPR038697) CHD, cytochrome domain superfamily""(IPR038120) RNA polymerase Rpb1, funnel domain superfamily""(IPR027482) Sec1−like, domain 2"(IPR038271) Purine−cytosine permease superfamily(IPR001227) Acyl transferase domain superfamily(IPR038305) HeLo domain superfamily(IPR016021) MIF4G−like domain superfamily"(IPR036849) Enolase−like, C−terminal domain superfamily""(IPR023198) Phosphoglycolate phosphatase−like, domain 2"(IPR038377) Sodium/glucose symporter superfamily"(IPR023173) NADPH−cytochrome p450 reductase, FAD−binding, alpha−helical domain superfamily""(IPR014752) Arrestin, C−terminal"(IPR001753) Enoyl−CoA hydratase/isomerase"(IPR038635) CCR4−NOT complex subunit 2/3/5, N−terminal domain superfamily""(IPR013780) Glycosyl hydrolase, all−beta"(IPR036869) Chaperone J−domain superfamily(IPR036866) Ribonuclease Z/Hydroxyacylglutathione hydrolase−like"(IPR038718) SNF2−like, N−terminal domain superfamily"(IPR012341) Six−hairpin glycosidase−like superfamily"(IPR016163) Aldehyde dehydrogenase, C−terminal"(IPR023213) Chloramphenicol acetyltransferase−like domain superfamily(IPR008928) Six−hairpin glycosidase superfamily(IPR015422) Pyridoxal phosphate−dependent transferase domain 1"(IPR015421) Pyridoxal phosphate−dependent transferase, major domain"(IPR012677) Nucleotide−binding alpha−beta plait domain superfamily(IPR025851) SUKH−4 immunity protein(IPR019718) Protein of unknown function DUF2602(IPR019334) Transmembrane protein 170(IPR016133) Insect cysteine−rich antifreeze protein(IPR015267) Protein phosphatase 4 core regulatory subunit R2(IPR006440) Death on curing protein"(IPR014047) Chromate transporter, long chain"
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